
logo MLASKMRWE IQRPDQDNKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFNYDPFEMKGMKEAADER IKQAI SQQ
NTDB id 993352 AAHT66 RS10800 WP 202327066.1 MLASKMRWEIQRPDQNKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFNDPFEMKGMKEAAERIKQAISQQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!!!!!!!!!

logo EKQIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRS IKERGFSL I ITVDTGIAAVHEAKVAKEL
NTDB id 993352 AAHT66 RS10800 WP 202327066.1 EQIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GLDVI ITDHHEPGPELPDVRYAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRL I
NTDB id 993352 AAHT66 RS10800 WP 202327066.1 GLDVIITDHHEPGPELPDVYAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ATLGLERLRRTNRLGLKEL IKLSGGDIGEANEETVGFQLAPRLNAVGR I EQADPAVHLLMS
TEDSFEAEGELAAE IDQLNKE

NTDB id 993352 AAHT66 RS10800 WP 202327066.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMTEDSFEAGELAAEIDQLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!

logo RQKMVSKMTDEAI EMVEQQGSLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARS IRGFNLFES
NTDB id 993352 AAHT66 RS10800 WP 202327066.1 RQKMVSKMTDEAIEMVEQQSLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LSECRDI LPHFGGHPMAAGMTLKNAEDVPDLRNSRLNEQIADNTLTEEDF IPVQEVDLVCGVEDITVDES IATEMNLMLSPFGMLN
NTDB id 993352 AAHT66 RS10800 WP 202327066.1 LSECRDILPHFGGHPMAAGMTLNAEDVPDLRNRLNQIADNTLTEEDFIPVQEVDLVCGVEDITVDSITEMNLLSPFGMLN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!*!!!!!!!!

logo PKPHVLVENAVLEDVRKIGANKNTHVKMTI
VRNESSQLDCVGFNKGELEQEGIVPRGSR I S IVGEMS INEWNNRKKPQLMIKDA

NTDB id 993352 AAHT66 RS10800 WP 202327066.1 PKPHVLVENAVLEDVRKIGANKNHVKMTVRNESSQLDCVGFNKGELEEGIVRGSRISIVGEMSINEWNNRKKPQLMIKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo AVSEWQLFDLRGKRMTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVI SSEKDQAKAFLDLDGAYIVLLDPPPSLDM
NTDB id 993352 AAHT66 RS10800 WP 202327066.1 AVSEWQLFDLRGKRMWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSEDQAKALDLDGAYIVLLDPPPSLDM 640
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!

logo LAHRLLEGKAMPER IYF I FLNHQEDHFLSATFPARDHFKWYYAGFLLKRGASFDVKKQHGSELAKRHKGWSVETINFMTKVFFDLGFV
NTDB id 993352 AAHT66 RS10800 WP 202327066.1 LAHLLEGKMPERIYFIFLNQEDHFLSAFPARDHFKWYYGFLLKRGSFDVKQHGSELARHKGWSVETINFMTKVFFDLGFV 720
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus !!*!!!!! !!!!!!!!!!*!!!!!! !!!!!!!!!!!*!!!!!! !!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo KI ENGVLSVI
VSGAVKKRDLTDSQTYQAKKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT

NTDB id 993352 AAHT66 RS10800 WP 202327066.1 KIENGVLSVISGVKKRDLTDSQTYQAKKQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!!!*!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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