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NTDB id 993344 AAHT66 RS08640 WP 202328143.1 MKSRTNKISVLLVVISLLYVIYLTYISNNNLLVGAAVSKGNNGDVVITNVDEYSMASYSGIEKGDIVKSINNQKINTKEI 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !! ! ** **!*!*!!* ! !!!! ! ***! **! *! * ! ! * * !* !!!* !! !* !**

logo KMWGNKYLKSHNI
V
N
SSLMDVI

V
E
LRNSGKDKI

V
E
HLKDLFDLVTLFNNRDPKYNSFFSLTFYLVI

LPLFMFYFI LVCS ILFICCI FLFYI LKI
VNEKKSKRDRLSFLASALYI

VL I ILFLLLDSAIAS I
NTDB id 993344 AAHT66 RS08640 WP 202328143.1 KMNKLKNVSSMVVERNGKDVELKL....TLFNDKNFSTYLIPLMFYIVCLFCCLFILKINESKDLLSALVLIIFLLSAAI 156
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus ! ! ** !* * ! !! **!! ****!! * ! ***!! !! *** !* *!!!*! * ! *!!* !! !

logo AYI SAGGVPSFVKRGDHI
L
I
L
C
NRCYIMNLVFVTFL I SSVP I

L
L
NYLLQF ILQYHRYFLGRE I

LGKTTFLFLDNKR I
K
VF
S
F
I LY I

L
I
VP I FINLVGVCI EFMFQRDSHYLFQFVDI

RDFYLVAPKTL
NTDB id 993344 AAHT66 RS08640 WP 202328143.1 AYISAGVSVKGDLLCRCIMVVTLISVPLNYLLFLYHYFRELGTTLFDKKVFILYLVPIINVVCEMFRSHLFF.RDYVPKL 235
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRI.SFLYIIPIFNLGIEFFQDYLQVDIDFLATL 239
consensus !!!!!! * *!****!*! * ! !! !* !! !* *! !*! ! * * !!**!! !* *! ! *! * !*** !

logo

N
SLLVSFAFFTLFTI

L
F
I
S
V
F
V
I
S
A
Y
F
I
C
Y
I
L
H
I L INKNYKDYATEHQASFHI ILKLVL ITLVI

TNI
T
F
LSFAPFLCI FLFYLVI

LP I
Y
I
VFLTGNANHYI

Y
F
V
P
S
A
S
F
L
A
L
A
SASFLLMMVL IPFGSLVFY

NTDB id 993344 AAHT66 RS08640 WP 202328143.1 SLLSFFFLFIIVVIYFCIILIKNKDTEQAHIIKVLTVINIFSFAPFLCLYLIPYVFLNAHYVSSFLAASFMMLIPFSLVF 315
NTDB id 91 BSU 31690 NP 391047.2 NLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVY 319
consensus !*!! ! * ***! ! ! !* *!*!*! * ! !!!!!!* ***! *! * * !! **!!!! !!*
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NTDB id 993344 AAHT66 RS08640 WP 202328143.1 QFMTNKIYNVDFILSRLRYYGFLALTPTIILITTIELISSPDSDFYSVKLTFLIYIIMLAVFYYKEVLDFRFRLKRVSEK 395
NTDB id 91 BSU 31690 NP 391047.2 QFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEK 399
consensus !!* !!** **!!! !*!!!* !!* !!**** * ! *! *!* ! ***! !!!!*!!!*!!*!!!!! !!!
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NTDB id 993344 AAHT66 RS08640 WP 202328143.1 FNYQDSIYKFTQLIRDSTFLTQVFEELKNTILEVSLVSRAYVYEVSADGSIKLYDDETVNSFEKVYQKEFRKVTSEIGKI 475
NTDB id 91 BSU 31690 NP 391047.2 FNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKI 479
consensus !!!!!!!*!*!!!*! ! ! !!! !!!!!!!*! !!!*!! *!!**!* * ! * ! * !! !! !!!!!!!!
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NTDB id 993344 AAHT66 RS08640 WP 202328143.1 VEFNKGFVMKIGERGGKSFVILCLSKMNTPRLTLEELSWLKTLAFYTNVSIENVMKIEELMSHLEEIKQQESNPVWLKKL 555
NTDB id 91 BSU 31690 NP 391047.2 IEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKL 559
consensus *! ! !!*!!*!!!!! !*!*!!!! *!!!!!! *!*!!!!!! !!! !!*!!!**!!!!! !! **!! *!!*!!!!!
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NTDB id 993344 AAHT66 RS08640 WP 202328143.1 MYTIEEKQRSDLARDLHDSVLQDLISLKRQCELFLADFKKDDSPCREDVQDKLVQMNEQMSDVISMTRETCHELRPQLLY 635
NTDB id 91 BSU 31690 NP 391047.2 MFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLY 639
consensus !* !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 993344 AAHT66 RS08640 WP 202328143.1 DLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNRIVLHYEDD 715
NTDB id 91 BSU 31690 NP 391047.2 DLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDD 719
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logo GVGFDQEKNNTEHSMSMGLSGIKERVRALDGRLR I ETSEGKGFKADI E I EL
NTDB id 993344 AAHT66 RS08640 WP 202328143.1 GVGFDQEKNNEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 765
NTDB id 91 BSU 31690 NP 391047.2 GVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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