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NTDB id 99330 QMG91 RS12765 WP 409351265.1 .............MPTVKDVARVAGCSTATVSRALTNPDMVSEKTRKKVLHAVDVTGYSLNVAARSLRRSITNTIVVVVPDISNP 72
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVPDICDP 72
NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVPDICDP 85
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NTDB id 99330 QMG91 RS12765 WP 409351265.1 YFSQVISGIEGVAHKAGKKVLLGDAGHEPERVQSYFDLLPTNQADGIILLTAEVSKRLLHGKTHGSGFPLVMACEYFQGMQLPTV 157
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKP.EQKNLPPMVMACEFAPELELPTV 156
NTDB id 1290 VP RS01235 WP 254894148.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKP.EQKNLPPMVMACEFAPELELPTV 169
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NTDB id 99330 QMG91 RS12765 WP 409351265.1 SIDNQQAAEKAMVYLLSLGHKKFGVIQGPMSNPICIDRHQGYLSSLEQAAIPSNPKWVLEGDFSFGSGYSLGRTLLSGADKPTAI 242
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 HIDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAKAVRQLLALPEQPTAI 241
NTDB id 1290 VP RS01235 WP 254894148.1 HIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKAVRKLLELPEPPTAI 254
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NTDB id 99330 QMG91 RS12765 WP 409351265.1 FCHNDEMAIGVMKVARELGIRVPEDLSVMGFDDIPFAEYCEPGLTTIHQPRAEIGEAAMKLLMDLIEGKEAV.GHYYLNANLIVR 326
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 FCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELLRGHDVRAGSRLLETKLVVR 326
NTDB id 1290 VP RS01235 WP 254894148.1 FCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELLKGHDVHSGSRLLETKLVVR 339
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NTDB id 99330 QMG91 RS12765 WP 409351265.1 NSTAVAKF. 334
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 ESAAPPSKK 335
NTDB id 1290 VP RS01235 WP 254894148.1 GSAAPPQRA 348
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