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NTDB id 993284 AAIB08 RS18110 WP 004150836.1 MRKLVCPRLPQFQACVSPLGQLHTRPLFGGYSLAIDDTVFAMVAEGNIYLKACEQSAAYRVEHRNPLLTLRRHGRIVPLK 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !* ! **!** ! ** *!! ** !*!!! !!! *!!!!!!!! *! *!!*!!!!!! !*! !*** !! ** !! !*!

logo YYQRI
VDDESTLWRDNEQLQKQLFVRLSKLLYSLWDQASALQKREKNSTYRNRATRSEGRLKDLPNI

MSFHLMEAL IQLGI EHAVGIKPDVRATLREI LVGAKQEMACWLRLRQVNQN
NTDB id 993284 AAIB08 RS18110 WP 004150836.1 YYQIDDTLWRDEQQLFRLSLLSWQSAQREKNYRRASGRLKDLPNISFHMELQLIHAGIPDVRTLREVGAQEAWLRLRVNN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! *!**!!! ! !!! ! ! *!! ! !!!!!!!*!!!*! ! * !!*!!! !! *!! *!!!!! *!

logo

A
S
L
S
L
V
S
T
E
L
K
S
I
VLFLAMLEGAIAIG I

VHAEAALPTVAPRRQELALEWAADSTLRTPKQEFPAELE
NTDB id 993284 AAIB08 RS18110 WP 004150836.1 ASLSLSVLLALEGAIAGVHAAALPTPRRQELLEWAATR........... 198
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus ** *! !!!!! !*! !!!! *!!!!! !!! * ***********
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