
logo MTIKVLFVDDHEMVRIG I SSYLSTQPSDIDE I
VVGEGAQSGKDEAIAEKAHEQLKNPDL I LMDLLMDEDMDGVDEATETQIKKDLPHQIKVLVMLTSFY

NTDB id 99323 AWC34 RS08085 WP 002507206.1 MTIKVLFVDDHEMVRIGISSYLSTQPDIDIVGEGQSGKDAIEKAHQLNPDLILMDLLMDDMDGVDATEQIKKDLPHIKVVMLTSY 85
NTDB id 4 SA RS09755 WP 000153535.1 MTIKVLFVDDHEMVRIGISSYLSTQSDIEVVGEGASGKEAIAKAHELKPDLILMDLLMEDMDGVEATTQIKKDLPQIKVLMLTSF 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!**!!!! !!!*!! !!! ! !!!!!!!!!!*!!!!!*!! !!!!!!!*!!!*!!!!*

logo I EDKNEVYRALDASGVDSYI LKTTSAKSDIADEAI
VRKTSYKRGNESVFEAPEVLVKMRNRMKKQRAELYEMLTEREME I LLL IAKGYSNQE IAS

NTDB id 99323 AWC34 RS08085 WP 002507206.1 IEDNEVYRALDSGVDSYILKTTSASDIAEAIRKTYKNESVFEAEVLVKMRNRMKQRAELYEMLTEREMEILLLIAKGYSNQEIAS 170
NTDB id 4 SA RS09755 WP 000153535.1 IEDKEVYRALDAGVDSYILKTTSAKDIADAVRKTSRGESVFEPEVLVKMRNRMKKRAELYEMLTEREMEILLLIAKGYSNQEIAS 170
consensus !!! !!!!!!! !!!!!!!!!!!! !!!*!*!!! * !!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ASHITIKTVKTHVSNI LSKLEVQDRTQAVIYAFQHNL IQ
NTDB id 99323 AWC34 RS08085 WP 002507206.1 ASHITIKTVKTHVSNILSKLEVQDRTQAVIYAFQHNLIQ 209
NTDB id 4 SA RS09755 WP 000153535.1 ASHITIKTVKTHVSNILSKLEVQDRTQAVIYAFQHNLIQ 209
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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