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NTDB id 99316 QMG91 RS03335 WP 281828894.1 ................................................MFKSNKKQKFKRLQHTLMVAFLVLSITPLTLI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!* *!!!!!!!!*!!! !!! !!! !!!*

logo ALFFLHQSHSKDLEQEQQSTSHYLLVSVRDNTKKQQQLVI
VDYFMDMAKESEVMGFVRSELAYANSGGRFYGL IVNAFQSNRLDGEVSTI EAQASREHYAQ

NTDB id 99316 QMG91 RS03335 WP 281828894.1 ALFFLQSHSKDLQEQSTSHLLSVRDTKKQQLVDYFDAKESEVMGFVRSELAYNSGGRFYGLINAFSNLGETIEQSREYAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!*!!!!!! !!!!*!*!!!! ! !!**!! !!!!!!!!!!!!!!!! !!!!!!!!*!!! ! *!! !!*!!

logo QRYI ETGSGDQIKTS IVLPEQSDSDSYQVGSERYRLLMHKRYHRWARYLVDELLKRSDFDDI LLVDI
LDGNVVYS ILNYKHYDNFYGTNLGLSTGKYQR

NTDB id 99316 QMG91 RS03335 WP 281828894.1 QRYIEGSGDQIKTSILPESDDYQGSERYRLMHKRYHRRYVDLLKRSDFDDILLVDLDGNVVYSLNKHDNYGTNLGSGKYR 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!*!! ! ! !!!!!!!*!!!!! !**!!!!!!!!!!!!!!*!!!!!!!* !*!!*!!!! *!!!
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NTDB id 99316 QMG91 RS03335 WP 281828894.1 DSNLGETFQAIKSLVKKQ.KDTPDITPIVMSDFALEGSEHIAWFAAPIIQQEYLHSYALFRLPSTKLISLFEDTAARKAI 271
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!! * ! !*! *! !!*!*!!! ! * !! *!!!!!! !!!!!!*!!!!! * ! * * *
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NTDB id 99316 QMG91 RS03335 WP 281828894.1 KAFLVGSDKQARVFNVTQEEIDKSSEIIDRALNGQTSVRTFINTAGESIIAAYTSIKIQNIEWALIAERTEAEAFARIQQ 351
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !!! !* ! **!! **! !! ! ! !* !! !! !!!!! *! * !!*!!!* ! *! !!!!!* !

logo LEKLVFVFVAML ITAI IVLVVIACSHYLSNF ITSPLLKLTWASAERVSAGDLDEAVMF
I
E
NTERRKDE IGRLAVSFEQRMQRS IREKI LSLTI

NTDB id 99316 QMG91 RS03335 WP 281828894.1 LEKVFVVAMLIAIILVVICSHYLSNFITSPLLKLTWSAERVSAGDLDEVMFETRRKDEIGRLAVSFQRMQRSIREKILTI 431
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!*!! !!! !!*!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!! ! ! !!!!!!!!!!!! !!!!!!!!!! !

logo KSQNEKELEASHNLKL IV IQRKSQNDELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP IPSAANHQKHYQLDI I INSSGQRLA

NTDB id 99316 QMG91 RS03335 WP 281828894.1 KSQNEELEAHLKVIQSQNDELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIPANQKHQLDIIINSGQRLA 511
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!! !!! *! *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! *!*!!!!!! !!!!!!



logo TLVDDLLDYHKMRYGASLDIQARACAVDNLSSASTRLVLELSHQHLLGKNKSTI
LR I INQVPSEMDQLPPVLWVSADPQRLEQVLYNL IGNAIKY

NTDB id 99316 QMG91 RS03335 WP 281828894.1 TLVDDLLDYHKMRYGSLDIQAAAVNLSSSTRLVLELSQHLLGNKSIRIINQVPMDLPLVSADPQRLEQVLYNLIGNAIKY 591
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!!! *!! !!! !!!!!!!!*!!!! !**!!!!!!* ** !!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SATVYI
LDDKLVRVQVVDTGQGIPAEQLEHI FEPL IQAGHQDASSRYRQGAGLGLS I SRQL I ELMGHGTLYVSSQPLMV

NTDB id 99316 QMG91 RS03335 WP 281828894.1 TSEGKIVISATVLDDKLRVQVVDTGQGIPAEQLEHIFEPLIQAGQDSSRYRQGAGLGLSISRQLIELMGGTLYVSSQPLV 671
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!! *!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!

logo GTTFSFSTLPLASDEETE IASQTASKQRLGTELQNPHFQALPEAVLNDENSESLSPEDQNSNSLPENEPEHGPL ILLVVADDEPVNLQR I
VLDSFLRLMEGYRVHKTA

NTDB id 99316 QMG91 RS03335 WP 281828894.1 GTTFSFSLPLASDTEISTSKQLGEQNHFQLPEANENSSPEDNSLPENPEGPLIVVADDEPVNLQILDSFLRMEGYRVKTA 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA.RLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!*!!!!!* !! * ! ! *!!! !! * !! !!!!**!!!**!!!!!!!!! *!!!!!!*!!!!!*!!
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NTDB id 99316 QMG91 RS03335 WP 281828894.1 KDGTETLELVQQEKPELLLLDVMMPGLSGYQVCEQVRLSYDLSELPVIMLTALSQTNDRIKGFDSGANDYLTKPFNKLEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !!* !! * !!!!!*!!!*!!!!*!!!!!!! *! *!!* !!!*!!!!!! !* !!**!!* !!!!!!*!!!!! !!

logo AASR IKVAHLSTASKAELRR I ENADKQLQAKELKHQRALMVEANSLLETQGRLLEQLESAPEAI LCLVKRDEDGGNKR I
VRFANEAAASKRLFKRRTPQE

NTDB id 99316 QMG91 RS03335 WP 281828894.1 ASRIKAHLSASKAELRRIENDKLQAELKQRALVEANLLETQGRLLEQLESAPEAILCLRDDGRIRFANEAASKLFKRTQE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus ! !! !!!*!!!!!!!!!!! !! !!!*!!*!!! !!!!!!!!!!!!!!!!!!!!!*** **!!!!!!! *!!*!!*!
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NTDB id 99316 QMG91 RS03335 WP 281828894.1 QLKRSNGDEVIAPKYLNLSQEHFCGGIDVYIDDRREHLSADVLKLPEGSDIQYMYIFNVGGGINATRINNLETAVEALSS 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!!!**!*!!!!*!!* !!!*!! !!!!*!! ! !!!!!!!*!! !! *! !!!!!!!! *!! !!*!!!!!!!!!!!
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NTDB id 99316 QMG91 RS03335 WP 281828894.1 YAFEGDKGKLQQLKELGGEFTRIADKVSGRGGDKTELMREILVDSMTTAIDYWESETGQTKFSFAEQSGLWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!!!!! !!! !!!!!!!!!!*!!! !! ! *!!! *!!* !!*!* !!! *!!*!!*!!!!!!!!!!!!!!!!!
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NTDB id 99316 QMG91 RS03335 WP 281828894.1 QTRTLDKYLRVETLPKTPRWRTVLNSIEFILDNCHTPGAQRDKLVSLRDKLQKLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!***!!**!* *!* ! ** !!!!!!!!!!*
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