
logo MS IVSNATVTKVEEEFDFYEADEVAGLMEQVLTETDAELTSTDREELSTVALTVEQEGAKQSESDEQVKREEFDEAVSAKSLDATQLMYLGSE IGFSPLLTAEEEVLYARRA
NTDB id 99294 QMG95 RS16360 WP 004401303.1 MSISNAVTKVEEEFDYEAVGMEQT.......TREESTLTQEKQSEQKEEFEVSAKSLDATQLYLGEIGFSPLLTAEEEVLYARRA 78
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVE.EFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLYARRA 84
consensus !!*!! !!!!!*!!!*! **! ******** !! * *!!!* !!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!

logo LRGDEAARKRMIESNLRLVVKI SRRYGSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALMNQTRTIRLP
NTDB id 99294 QMG95 RS16360 WP 004401303.1 LRGDEAARKRMIESNLRLVVKISRRYGNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLP 163
NTDB id 1183 GTF74 RS11590 WP 000116737.1 LRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLP 169
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IHVVKELNIYLRTARELSQKRLDHEPTAPEE IALQEQLDKRPVDDVSTKMLRLNER I
VSSVDTP IGGDEGSDEKALLDI ILPDSVHNNASDPEFVCSTQDD

NTDB id 99294 QMG95 RS16360 WP 004401303.1 IHVVKELNIYLRTARELSQKLDHEPTAEEIAQQLDKPVDDVSKMLRLNERVSSVDTPIGGESEKALLDIIPDVNNSDPEVCTQDD 248
NTDB id 1183 GTF74 RS11590 WP 000116737.1 IHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILPDSHNADPEFSTQDD 254
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!!!!!*!!!!!!!!*!!!!!!!!!* *!!!!!!*!! *! !!! *!!!!

logo DIKREHSL ILDNWLDDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LVKQGLNMEASLFNVENYDN
NTDB id 99294 QMG95 RS16360 WP 004401303.1 DIKHSLIDWLDDLNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMESLFNVEND. 328
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYDN 335
consensus !!**!!* !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !*
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