
logo MQSKQEHNQPTFLFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFLNI IGEPLVIYCQLPPNSDYLPASPEAAL ITGI STPQKTANVSKQGLAPEPEF IAKKR
NTDB id 99281 QMG95 RS10185 WP 200765503.1 MSKENQPTLFFFDYETWGTSPAKDRPSQFAGVRTDMDLNIIGEPLVIYCQPPSDYLPSPEAALITGISPQTAVSKGLPEPEFIKK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus ! !*!!! !!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!*! !!!! !!!!!!!!!*!! ! ! !!*!!!!! *

logo IHADELSTPNTI
T
N
SLGYNS IRFDDEVSTRYTCLYRNF IYDPYAWSWQHGNSRWDLLDVLMRACHALRPEGI

V
E
NWPEQNRDDGFHI

TSFKLEHLSVA
NTDB id 99281 QMG95 RS10185 WP 200765503.1 IHDELSTPNTTSLGYNSIRFDDEVSRYTLYRNFYDPYAWSWQHGNSRWDLLDVMRACHALRPEGVNWPQRDDGHISFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! !!!!!!! !!!!!!!!!!!!*!!!*!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!* !! !!!* !!!!!!!!!!

logo NGIDEHESNAHDAMADVIATI ELMAKKVKAEAQPKLFDYFLFSTMRHKKRKLNTEL IVDIVNMQTPLMHVSGMLGARECRHSYTSWI
MVP I

VAWHPTNQN
NTDB id 99281 QMG95 RS10185 WP 200765503.1 NGIDHENAHDAMADVIATIEMAKKVKEAQPKLFDYLFSMRHKKKLNELVDIVNMTPLMHVSGMLGAECSYTSWMVPVAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!*! !!!!!!!!!!!!!!*!!!!! !!!!!!!! !*!!!!*!! !!*!!!! !!!!!!!!!!! !**!!!!*!!*!!!!!!!!

logo AVI
V
M
VVDNLAGKMDPQSPL ILELDASAEQTLKQAERLYTRRYDEDQLASEPDGELPVP I

VKLVHLNKCP I
VLAPAKTLTAENAEQKTIG IDREQCLAKHNLANI

V IRQHP
NTDB id 99281 QMG95 RS10185 WP 200765503.1 AVVMVNLAMDPSPLIELDSAQLKERLYTRRDQLSEGELPVPIKLVHLNKCPVLAPAKTLTAENAETIGIDREQCLKNLAIIRQHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!**! !* !! !!*!!! ! !!!!! * ! * !!!!!*!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!! *! *!!!!!

logo E IREKL IVETLVFYQSNQEQNREFYDNQVDEPSDVDSTQLYANGFFSPADKRATAME I IRETKTASPENQLAGGSLADI
L
N
RVAKDAKR IAEPLLFRYRARHYPHWTLDTDETEQARKR

NTDB id 99281 QMG95 RS10185 WP 200765503.1 EIREKLIELYQNQNEYDVDPDVDTQLYNGFFSPADKTAMEIIREKSPEQLAGLDLNVKDARIAPLLFRYRARHYPWTLDETEQAK 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!* ** * !* **!!!*!!! !!!!!!!* !!!!!! !!*!* ! * ! ! !! !!!!!!!!!!!!*!! *!!! *

logo WAAHCRDEYFERSNLEPEGYML
QNLENLVHEHDQAGDEPKKI

MAI
LLKSVYHYVEKLAVCS

NTDB id 99281 QMG95 RS10185 WP 200765503.1 WAAHCREYFESNLPEYMQNLENLVHEHDGDEKKIALLKSVYHYVEKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!*!!! !!* !! !!!!!!!!! *!*!!*!*!!!!!!!!!!! *
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