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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH..DTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTG 168
NTDB id 99260 QMG46 RS23055 WP 281850243.1 YGNVDAAVNALKAGAFDFVSKPVDIQMLRQLVRTALRLADEKRSGAAAKGAGSSDRLIGDSPAMQLVRSTIGKLARNQAPVYIAG 168
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA.....EEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISG 163
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLL 253
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPK 338
NTDB id 99260 QMG46 RS23055 WP 281850243.1 RAIQEKAVRPIGGRDEVPVDVRILSATHKNLAGLVEQGQFRQDLFYRINVIELRVPPLRERRGDVPLLSNFILRQLAAKSGSAPG 338
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAA 333
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAP...QAVKKLPSEGLE 420
NTDB id 99260 QMG46 RS23055 WP 281850243.1 SLMPAALASLESYDFPGNVRELENILERAMAMSDGETIDVSDLMLPQRSSRSDMPPLPQA..GQAAAAAPTTAAPTQHPGDGGLD 421
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