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NTDB id 1307 DR RS10055 WP 010888596.1 ..............MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRI 66
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..................MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGE.ALSVADVTALLHAMMDDARQAE 61
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..................MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQE 62
NTDB id 99236 LA521A RS14750 WP 281779622.1 MNTSTNGTTPAASAATGAVDFTSFLKLMAHQKASDLFITAGMPPSMKVHGKISPITQNALTPQQSRDMVLNVMNPQQREE 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ..................MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRRE 62
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NTDB id 1307 DR RS10055 WP 010888596.1 FEEKRELDFSFALG.DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLA 145
NTDB id 1177 A1552VC RS01165 WP 000422572.1 FKQTREANFAVVR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMA 139
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FIETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLA 142
NTDB id 99236 LA521A RS14750 WP 281779622.1 FEKTHECNFAIGVA.GVGRFRVSCFYQRNQVGMVLRRIETKIPTVEELNLPPVIKTLAMTKRGIIIFVGATGTGKSTSLA 159
NTDB id 1203 PSJM300 01605 AFN76401.1 FTENHECNFAISAR.GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLA 141
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NTDB id 1307 DR RS10055 WP 010888596.1 SMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETG 225
NTDB id 1177 A1552VC RS01165 WP 000422572.1 AMTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETG 219
NTDB id 1019 ACIAD RS04205 WP 004922051.1 SMIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETG 222
NTDB id 99236 LA521A RS14750 WP 281779622.1 AMIGYRNMNSTGHIITIEDPIEFVHKHEGCIITQREVGIDTDSWEAALKNTLRQAPDVIMIGEVRTREGMDHAIAFAETG 239
NTDB id 1203 PSJM300 01605 AFN76401.1 AMIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETG 221
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NTDB id 1307 DR RS10055 WP 010888596.1 HLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQ 305
NTDB id 1177 A1552VC RS01165 WP 000422572.1 HLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHE 299
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYK 302
NTDB id 99236 LA521A RS14750 WP 281779622.1 HLVLCTLHANNANQAMDRIINFFPEDRRQQLLMDLSLNLKGVVAQQLIPTPDGKGRRVAMEILLGTPLVQDYIRDGEIHK 319
NTDB id 1203 PSJM300 01605 AFN76401.1 HLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHE 301
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NTDB id 1307 DR RS10055 WP 010888596.1 ITSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGR 385
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LKATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYG...SGSLQNVK....IDME.... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IKELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEME....RKMTFDGQ 378
NTDB id 99236 LA521A RS14750 WP 281779622.1 LKELMKESVQLGMKTFDQALFELYQAGDISYEDALRYADSQNEVRLRIKLAQGGDARTLAAG.LDGVE....LAQVR... 391
NTDB id 1203 PSJM300 01605 AFN76401.1 LKGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSV.SQGLT....LEMSDDDP 376
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NTDB id 1307 DR RS10055 WP 010888596.1 GGDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................. 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RRNLK............................ 383
NTDB id 99236 LA521A RS14750 WP 281779622.1 ................................. 391
NTDB id 1203 PSJM300 01605 AFN76401.1 GRSFR............................ 381
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