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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 99227 LA521A RS03820 WP 281781048.1 .MAETRSALVVDDERDIRELLVMTLGRMGLRCDTASTLGEARGQLARNRYDLCLTDMRLPDGSGMDLVAEISQKHPETPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
consensus *!*!!!! !***!* *!!*!!**** *! * *!* **** *!*!!!!**!!!!!!*!!! **!**!*!!*
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 99227 LA521A RS03820 WP 281781048.1 AMITAFGNVEAAVEALKAGAFDFVAKPVDLAVLRDLVRHALDLNERRKSAPPADAVAARLYGQSPAMAQLRGTIAKVARS 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE...APVDNRLLGESPPMRALRNQIGKLARS 155
consensus !**!!*!*** !* !!!!!!!!!**!!!*** !**!* !! ** * * * * *!*! !*** *!! !*!*!!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 99227 LA521A RS03820 WP 281781048.1 QAPVYIVGESGVGKELVARTIHAEGARSTGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADKPGLFQSADGGTLFLDE 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
consensus !!!!***!!!!*!!!*!!***! * !***!!***!!!!!!*!!!!!!*!!!!!!!!!!! !!*!!***! !!*!!!!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 99227 LA521A RS03820 WP 281781048.1 IAELPLAMQVKLLRAIQEKSIRPVGANAEVPVDVRILSATHKDLAALVADGRFRQDLYYRINVIELRVPPLRERQDDLPG 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWET.PPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI...SNPFAS 396
NTDB id 99227 LA521A RS03820 WP 281781048.1 LAEKVLARLSLAQGRVFPPTLSADALDTLRAYAFPGNVRELENILERALALAEGDSLTAEDLRLPKPANAPAVPSNGHTG 399
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGL.PAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......QEG 388
consensus !!**** ** ** * ** !***! * !*** !!!!!!!!*!**!!!**! !**** *!*** ** ** *
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AA...............QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLK 461
NTDB id 99227 LA521A RS03820 WP 281781048.1 AATAPANPASPPLVVPGQPTQAIDPRTLNPRDTASSPLPSYIEEIERAAIQQALQENRYNKTRTAAALGITFRALRYKLK 479
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AA............................SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLK 440
consensus !! * * * * ** !* !*!*!!* ****!!*****!*! *! *!!*!!!**!!*!!



logo KFLGLIDTETEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KFGLDTETEQEV 473
NTDB id 99227 LA521A RS03820 WP 281781048.1 KLGID....... 484
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLGID....... 445
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