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NTDB id 1433 BW25113 RS17570 WP 000815987.1 IARQEAEQARAQ.ANLPLENRSITLQYADAGELA.....KAGEKLLSAKGSMTVDKRTNRLLLRDNKTALSALEQWVAQM 174
NTDB id 1186 GTF74 RS01320 WP 000788426.1 E.KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESL 314
NTDB id 1175 A1552VC RS12105 WP 000788426.1 E.KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESL 314
NTDB id 1408 DSB67 RS13980 WP 010643500.1 E.KQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESL 315
consensus ** * *** ! * ********!**** * * *!! *!****!*!*! ***** * * ** ** *



logo DLIKPTIVGEKQI
V
E
A
Q

L
I
S
EAHR IVTVI SKTNSDEKEGHNSMLDQEKRQELGVKRWTGFIVLTAMFDNS IATPQTNHEGANSAGHYRKTGRSLVAGQGNVSTILETNSNLAWTQI

KGLYLDAGDGGEGDDLGG
N
G
D
S
L
S
D
E
F

T
V
E
F
L

G
T
N
P

V
I
A
D
N
E
D
F
NLSNVNFLAASTPVT
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 VNPSASVALQIAAI.NSRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVLGL 307
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 EVTPHISKQNQILLDLAISQNSPNNQIN...NTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIPVI 384
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