logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
991333 AAH443 RS03755 WP 065903982.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GC0O85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
991333 AAH443 RS03755 WP 065903982.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

NG

== = Slolel = = = = = = Q

Dl st

I4 SDLH SAG

I4 SDLH SAG

ASDLHLS G
ASDLHLSAG

m IMASDLHLSAG
ASDLHLSAG
ASDLHLSAG
[ASDLHLSAG

* %k K ok K ok

Al

ETH H

AN =L

ARFRVNAFNIM&RGlY AVFRTIPSHN
ARFRVNAFNJN&RG|Z AVERTIPS|N
RFRVNAFBIQERGOSAVERTIP M
RFRVNAFBIQIRGSAVFRTIP |
ARFRVNAFNQSJRGEY AVFRTIPS|
ARFRVNAFNQSRGE! AVFRTIPS)
ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNAFNQIRGE\GAVERTIP S|
ARFRVN[FNQRGINGAVFRTIP S
ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNAFNQWRGEIGAVFRTIP S|

ARFRVNAFNQIYRGE\GAVERT IP S|S
* Dk D xsxsk | Fok Dok Dokokokok k%%

BRI el ol

11k sk sk sk sk sk ok sk k ok

T, Bl

VLT

| 10 R DRSFey:

JAQGEAL . SVADKT ATMHA VI)A R Q ABEKETE
KTPISPEMTRET HG B QQR

KTKEDGDMMA Q¥ DSI
G
R B
R B
R IMNDAQR B
R IMNDAQR B
PPMIRVDG R IMND Q A
PPMIRVDG R IMND A
PPMIRVDG R IMND B
PPMIRVDG R IMND P
PPMIRVDG R IMND B
PPMIRVDG R IMND P
PPMIRVDG R IMND 12
PPMIRVDG R IMND 12
EE IS * * * * * %k ok % %k % % * | * % %

LI ot

el Feslrerc T

EEY

R=

.S RFRVSAFFQRELPGAVIRRIE RIPTFE LKLPEILQN ADINSRGLVLVYGINTGSGKSTT 'AAMyNelY|iN[a)s( yqelH T
I

I VRINK NS SGJihi

P
N¢ RERINIAFIVGUNR GRE)AVIERIA PSEET ENLGRAPIINN)Y [WNANEIGL LVTGIATGSGKSTTLAAM

M GLP[pg/E® T ANFNERGLVLVTGPTGSGKSTTLA M

I AMJISIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
ISTPARZRGLVLVTGPTGSGKSTTLAAM
i PAMMYRGLVLVTGPTGSGKSTTLAAM
DIT{ONEYRGLVLVTGPTGSGKSTTLAAM

DI[NEZRG VLVTGPTGSGKSTTLAAM
II[MFRGC VLVTGPTGSGKSTTLAAM
INI[@WEZRG VLVTGPTGSGKSTTLAAM
e N N ey ok 1

[CASASASASISISE> =

E LGLENIF
kkokk  kokk  kok

153
155
156
152
159
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
991333 AAH443 RS03755 WP 065903982.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GC0O85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
991333 AAH443 RS03755 WP 065903982.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

Wil

EDPIEFVH|®IK C

EDPIEF H[AEBANC

EDPIEF H|®¥N¢C TJNQRE V(D T|y)
EDP EF HpIS|® CLI

EDPIEF Hi#K INQREV[ESDTI®
EDPIEFVHNSKKNLINQRE H[NBITIH
EDPIEFVHNSKKBLINQRE H[ABITIH
EDPIEFVHSIWKCLINQREVH
EDPIEFVHSIWKCLINQREVH
EDPIEFVHMNSKKCL NQREVH

s W ol AR

Uid

SEMALR|JALR DPD
IYALR ALR MAPD
EWJALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WPNALRSALREDPD
NPENALRSALREDPD

LTI LT

RERIEN DYNALINJAETGHLVE | TLHESMYARL
RDMETI LALTAAETGHLV}
RDMETI A TAAETGHLV

TLHTRIGA Al
GTLHTRYS AJg@3

LA TAAETGHLVFGTLHTYSA

EDPIEFVHMNSKKCL NQREVH
EDPIEFVH®SKKCL NQREVH
EDPIEFVHIASKKCL NQREVH
EDPIEFVH|#gKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH

)k bkl sl sk B I Xk ok

100 DU VRso S st o RV o AR

EEFEA REQ QM ML NIKINASEQ
[\ R IDVFPAEEK [NVR (WL [€SLEAV QLS
IDRI DVFPEE [ [
T DRI DVFPAEEK MVR
T DRI DVFPAFEK MVR
TIDRIIDVFP § K MVR
TIDRIIDVFP § K MVR

TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKEMVR
TIDR DVFPAEEKEMVR

*ok 1ok ok ok ok ok ok ok K ok ok ok K * 1kokk |

RIZALRSALREDPD
RIZALRSALREDPD
IWRALRSALREDPD
IMXALRSALREDPD
WHALRSALREDPD
IMAALRSALREDPD

LA TAAETGHLVFGTLHTNSAiK
T

LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
Pkl 1% 1% U

SAAK
SAAK
SAAK
SAAK
SAAK
SAAK
* ok |k x

NEEINEIN

Rﬁaﬁvagﬁﬂgl e

.VGGGRVAEHEIM
MUGGGRVA[Y

BUSGGRVAAIRETIM
BUUGGRVAAS

MUYGGGRVAAHEIMI
WIGGGRVAAHEIMI
BOGGGRVAAHEIMI MPAIRNLIREMKVAQMYSERIQTG
BIGGGRVAAHEIMI MPAIRNLIRERKVAQMYSHBIQTG
BIGGGRVAAHEIMI MPAIRNLIRENKVAQMYSHEIQTG
BIGGGRVAAHEIMI MPAIRNLIREIKVAQMYSHBIQTG

HEIM

EIM C G
PAIRNLIRENMKVAQMYSHIQTG
PAIRNLIRENKVAQMYSIIQTG

*% | ok | okokkok ok ok kokkokok | | kokokkokk Xk *

233
235
236
232
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
311
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

991333 AAH443 RS03755 WP 065903982.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

991333 AAH443 RS03755 WP 065903982.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

LDQ L L AB| 1V
TF g%.gﬁ ¥§gNk
IEPRAMY QG VD DK#SE QDAL HSHA
WERIR AMY NIHY V QEERS ML L HJ

Al A

INE|DIRJAJRE DIRY DHQ Hps LKH

ISR YDK@LERJA
INAPEVEARRRIA
INAPEAPARRREN

sP EL

?%Eg%%AEEeA%ﬁEEPBQELL"S‘-::::\/\E,J:’.x SRRV RESDET o avras AR R EDos G REF R aa
DSANDLRLMLKTKR.GDDY...GSGSLQNVKI........ DME.............
DSSNDLRLMIKLGS.ETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. . ..
DSPNNLRLQIKLSE.EANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ..
IDPKEFARLANDASAGLGG. . ... ASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA
QAN S E S M O . o e e e
AN S E S MO . o e e e

LNK . Sl o ottt

IS KHTIHEALNK . SLEY. . . . . e
IS RDSIKEKIKQP . ENJ . . . . e
IS RENEIREKINKIP . ENJ. . . . . .o e

N L P TI RAVIKSP  ESH. « o oot et e e e e e e e e e e e
P QT R TAKQP . ESIRL . . . oo
P QT R TAIKQP . ESHIL . . . o et
P QT R TAK QP . ESIRL . . . o

X non conserved
B similar
> 507 conserved

I KHTiHEAi

368
381
383
326
418
347
347
345
345
344
344
344
344
344
345
345
345

368
381
383
326
394
347
347
345
345
344
344
344
344
344
345
345
345



