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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
NTDB id 99068 MasN3 RS22900 WP 281910491.1 ..MTAPRILVVDDEADLRELLEITLLKMGLDVDSAATLRQARGLVEEHDYALILTDMRLPDGLGLELVREVTASHKGTPIAVITA 83
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
NTDB id 99068 MasN3 RS22900 WP 281910491.1 YGSAENAVVALKAGAFDYISKPVALDALRVMVRSALKLSETPAPQPDGGVPGSRMIGTSSAMAALRAQIGRLARSNAPIAITGES 168
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
NTDB id 99068 MasN3 RS22900 WP 281910491.1 GSGKELAAREIHAQSSRAGKPFVAVNCGAIPETLMEAEFFGYRKGAFTGAAEERDGFFQAANGGTLMLDEVADLPLPMQVKLLRA 253
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
NTDB id 99068 MasN3 RS22900 WP 281910491.1 IQERRVRKIGATVEEPVDVRIISATHQDLAKCVEQGRFRQDLFYRLNVIELSLPPLRERIDDLAPLVDAILARLAGPGQ...AAL 335
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISN...PFASAAQSIQTTV..............AAP 408
NTDB id 99068 MasN3 RS22900 WP 281910491.1 GPGVLDALRAYSFPGNIRELENVLERALAFANDGVIDVGDLSLKAARPGDTARREPAASAPAPVPLPEPVPTPVSPAAEAAPACA 420
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP.GASQE............................G... 388
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 99068 MasN3 RS22900 WP 281910491.1 MLGPNGLPANLPEYLSQVEREIIGRALQQTQFNRTQAASLLGISLRQLRYQMQKLEICAPDDHA. 484
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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