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NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 QMBBJIGEESGEILD MLNKMAJIXFYE EVDNAV{GL SF\

NTDB id 1113 AAA85695.1 219..1451( ) QMBBJIGEESGELD MLNKEAINEYE EVDNAV{EUL S

NTDB id 99059 MasN3 RS06555 WP 281913127.1 QMVNIGEESGHLDEMLEKVANF E EVDEAVI LSE MEPLIM

NTDB id 1252 GC085 RS07730 WP 011213805.1 M QMVINIGEESGIL JWMLEKVAWFYE EV NAVD LSK MEP IMBILG
NTDB id 1198 PSJM300 03950 AFN76868.1 QMIWAIGEESGILD MLEKVAWFYE EVDNEVD L [\ MEP IMI LG
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVINIGEESGILD MLWKVAW YEFEVDEAVD L § MEPLIMMILG
NTDB id 1059 ABD1 RS01610 WP 000279215.1 YENEVDNAVD L § MEPLIMINILG
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