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MMQELQRGDESWDTQRANRVQFYEAVCKQAAQEMHLSFLPNLPEPSEYKLGQKI ETPDEPTIDIPEHDPEKSTHDGREKRTFYLNTLNMSLVKPDARSACTSCQPKQAHC
NTDB id 1111 NGFG RS09220 WP 003689814.1 ..MSDLSVLSP....FAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPL.TDDESRTFNLMKPDSCCPKC 73
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ..MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQ.PIIDHERLTLNKPASSCPAC 77
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ..MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQ.PIIDHEKLTLSKPASSCPAC 77
NTDB id 99058 MasN3 RS06445 WP 281913109.1 MPMES.LLFAPPATLSATLVAALFGLLVGSFLNVVIHRIPKMMQRESDNYVAQ...ESGKEPPHTDRYNLMVPRSACPHC 76
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ..MEV.FQYYPW...LFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKI.EPPKETLTLSVPRSSCQQC 73
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ..MEL.FYFYPW...LFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGI.TPPEGKLTLSLPRSTCPHC 73
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NTDB id 1111 NGFG RS09220 WP 003689814.1 RVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFIDADTQYL 153
NTDB id 1061 ABD1 RS18470 WP 001152280.1 QQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLL 157
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 HQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLL 157
NTDB id 99058 MasN3 RS06445 WP 281913109.1 GHQITALENIPVISWLALRGRCRKCKAPISARYPAVELLTGILAGVLVWTFGSGLAGLATLLFLFLLVAMTFIDVDTQLL 156
NTDB id 1403 DSB67 RS12675 WP 010643256.1 GTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFIDLDTMLL 153
NTDB id 1170 A1552VC RS11080 WP 000418747.1 QTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDTLLL 153
consensus *!* !!!**!*!*!!!*! !* *!* !!! *!!!!** * ** ** ** ** ** ***!***!!!! !!**!

logo PDDSQRMFLTYLPL IMALAWAGTLGI
L
I
L
A
G

F
V
I
L

A
N
T
L
A
D
H
L
F

N
G
F
G
T
I
SFP
Y

T
V
P
S
P
L
S
N
Q
D
S
S
AI
V
L
W
IGYAAVLMI

AGFYSLVSCLWLIS ILVCYAYWVLYFKVLVILTGKTEGMGNYGDFKL ILAALGAWMLGI
P
W
S
L
Q
A
Q
S
MLPMTLVLI IVFL

NTDB id 1111 NGFG RS09220 WP 003689814.1 PDSMTLPLIWLGLIFNLDGG.FVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISALPVLIF 232
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PDRFTLPLAALGLGINTFNI.YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIVL 236
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PDRFTLPLAALGLGINTFNI.YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIVL 236
NTDB id 99058 MasN3 RS06445 WP 281913109.1 PDDLTYPLLWAGLLVNLHGT.FVPLQDAVIGAAAGYLVLWSVYWLFKLVTGKEGMGYGDFKLLAALGAWLGWQMLPTIIL 235
NTDB id 1403 DSB67 RS12675 WP 010643256.1 PDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPMIIL 233
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPVIVL 233
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NTDB id 1111 NGFG RS09220 WP 003689814.1 VSSLIGLVAAIVMR....VAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LSSLLGAIIGIILLKLR..NDNQPFAFGPYIAIAGWVAFLWGDQIM...KIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LSSLLGAIIGIILLKLR..NDNQPFAFGPYIAIAGWVAFLWGDQIM...KIYLGG...... 286
NTDB id 99058 MasN3 RS06445 WP 281913109.1 LSSVVGAIVGISLIVFAKRGRDKPIPFGPYLAAAGLIALLYGSDIS...ARLAAVVAG... 290
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQIL...NWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKVI...DWYFTTWVGQPL 291
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