
logo MKQSLQLRLTSQHLALTPQLQQS IRLLQLSTI
LELHQQE I

VEQAI LHTDENPLLERELDNDEPWLDRTSAVR I
L
G
LADGAS IVNATALPQASNSGSAEATPPALPPTDESPVAPPQ

NTDB id 99051 MasN3 RS03830 WP 281912470.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQEIEQILHDNPLLERLDDPLDRSVRLLADGAINTAPANGEAPPAPPDSVAQ 85
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATP.LPTESPPP 84
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NTDB id 99051 MasN3 RS03830 WP 281912470.1 EGAKAEHEGA.......DGEGNGERGDAEMDWGGEGGGARSGDDEDGR..PQLEADGITLREHLAEQIRLSACGMRDRALAELVI 161
NTDB id 1425 RS RS02020 WP 011000369.1 AANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFLI 169
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NTDB id 99051 MasN3 RS03830 WP 281912470.1 DALDDNGYLEEPLDEIHARLPQELEIEMDELRCALALVQSLDPVGVGARSAAECLALQIRRMPGVPLVTRRLALKIVEGYLSWFA 246
NTDB id 1425 RS RS02020 WP 011000369.1 ESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP...AKPLALTIVNQHLELLA 251
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NTDB id 99051 MasN3 RS03830 WP 281912470.1 QREYTKLKKALDCDDEDLREVQAVVRQCNPHPGAAFSSGVSDYVVPDVIVRRAKNGWQVTLNPEVMPKLRVNSLYANLLKQGRSE 331
NTDB id 1425 RS RS02020 WP 011000369.1 ARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGE 336
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NTDB id 99051 MasN3 RS03830 WP 281912470.1 SQ...MGAQLQEAKWLIKNMRQRFDTILRVAEAIVERQRNFFSHGAVAMRPLVLREIADTLGLHESTISRVTTQKYMLTPHGMFE 413
NTDB id 1425 RS RS02020 WP 011000369.1 SGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFE 421
consensus ! **** !!!!*!!!!!* !!!!!!!!! !!!!!!* !!*!! *!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!*! !!

logo LKYFFGSHVASTEATGGAEASSTAIRAL IAKQLTVGAEDPKRNPLSDSKR IAELMLGEQGFMVI
VARRTVAKYREALKIPAPVNSLRKSL

NTDB id 99051 MasN3 RS03830 WP 281912470.1 LKYFFGSHVATEAGGEASSTAIRALIAQLTGAEDPRNPLSDSKIAEMLGEQGMVIARRTVAKYREALKIPPVSLRKSL 491
NTDB id 1425 RS RS02020 WP 011000369.1 LKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
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