
logo MEDQAHFSNQAMNKLKI
V
L
M
I
V
V
IDDESKPTI SRDR I

T
I
A
K
E
F
T
N
LLAKQKNRMEGYCDETVITAFIVDGRFDEALASRKYIAEVDEAEHHNPHDLIVI IFLVDLIML

MPERLDGLYEQVTACKAEL IVRKKNNSPQANFNYKQS
NTDB id 374 SMU RS06885 WP 002262930.1 ......MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRK...NS 71
NTDB id 989644 AAHI06 RS26675 WP 320749410.1 MEQHSNALKVMVIDDSKTIRRTAETLLKNMGCEVITAIDGFDALARIVDHHPHIIFVDIMMPRLDGYQTCALVKNNPAFK 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
consensus ** * *!****!!*!*!*******! **!***!!!*!!**!!*** * *!*****!*!*!*!!!********* *

logo

H
N
S

V
IP I

V IMLSASKDSGELFDQKVAI
KGLREIV I

VGASVDDEQFYVLTKPFSNKDERELLAGNRAVIRKNAFHLVPRSGRSFTAEANI
VEQSAHVAEENASGIPE I I IGDLQI LPDAFVA

NTDB id 374 SMU RS06885 WP 002262930.1 HVPIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVA 151
NTDB id 989644 AAHI06 RS26675 WP 320749410.1 SIPVIMLSSKDGLFDKAKGRIVGVDQFLTKPFSKEELLGAIKAFVPGFAAVEQAH......................... 135
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS................................. 127
consensus *!*!!!!*!!**!!***!***! !***!!!!!**!!!******* ** *

logo

KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKI EDTPSRPEYI LTRRGVGYYM
NTDB id 374 SMU RS06885 WP 002262930.1 KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYM 231
NTDB id 989644 AAHI06 RS26675 WP 320749410.1 ................................................................................ 135
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ................................................................................ 127
consensus

logo

KSYD
NTDB id 374 SMU RS06885 WP 002262930.1 KSYD 235
NTDB id 989644 AAHI06 RS26675 WP 320749410.1 .... 135
NTDB id 1047 H0N27 RS03110 WP 000389061.1 .... 127
consensus

X non conserved

X similar

X ≥ 50% conserved


