
logo MF
I LDFI FFLPNRCLGKCNLR I IDSASDEL ILVCEWALCFKESHIDNFATHYFNDNFYFGDGDKGNDFFIKYEQKCVRVLKLFPVENHKATFASLMKQFYEKQEKENLSQRDKI IHAELKYHK

NTDB id 989613 AAHI02 RS09535 WP 346986443.1 MILDIFFPNRCLGCNRIIDADLLVCELCFEHIDFAHFNYFDDNFIKEKCRLLFPVEHTFALMQFEQENLSRKIIHELKYK 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus ! !! ! !!!!! !! !! ! *!! ! !! ! * * !* ! !!! * ! !! *! !! !!! !!!*

logo SMREKRAVGKVLAHQWTVSENRLMDNFLKSDHKQGR I
PDI

LLTVNS IVPLHPKRKLQKRERGYNQLHI
LFTEKKTLSEQFLQYDR IPFYDSHHYL ILKRRNFHYSKAPQALKDQKEL

NTDB id 989613 AAHI02 RS09535 WP 346986443.1 SREKAGKVLAQWTSERLNFKDKRPDLLVSVPLHPRKLKERGYNQLHIFTEKLSEFYDIPFDHHLIRRNHYSKAQALKDKE 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus ! !* !!!!!*! !! * * *!*! *!!!!*! *!!!!!!!!*!! !! !!* !*!**!!*!!!*!!!! !

logo

D
HRELEKMTEQNI

TFS IVDTEKEKI ESGKHI LL IVDDVFYTTGNTLMASKTAIAVWE I
LLKAGGNGNNQTVS IVLVLMAI

VDEM
NTDB id 989613 AAHI02 RS09535 WP 346986443.1 HRLETENTFSITKEISGKHILLVDDVFTTGNTLATIAWEILKAGNNTVSILVMAVDM 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus *! ! !!* ! !!!!!!*!!!*!!!!!* !!*!!* ! !!*!!*!*!

X non conserved

X similar

X ≥ 50% conserved


