
logo MKKSLSYEKR IYKQSQTEKYLASSTLGDTI
VEHYRASLFGGSYSTLATVDDATVFAMVSDEGELYLRACEEQSAQYCVKHNAPPSSVW

YLTLYKVKCRGRASVLTLN
NTDB id 989592 AAHB66 RS07890 WP 347115785.1 MKKLSYERIYQSTKYLSSLGDVEHRALFGGYTLAVDDAVFAMVSEGELYLRACEESAQYCVKNASSYLTLVKRGRAVLLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! !!! ! !! *!! *!*! !!! !*! !!! !!!!!!*!!!!!!!!! !!!!!!!*** *!! !*!! ! !!

logo YYRVDEASLWQRDNQRDLKLLVQRLSKSFYASLDEAALRKREKRRSETRNYKTRDERLKDLPNLMS
TFHQLEAI ILLGNEAVGIKSDNEVERALR I

TLGAEKKMCWLKR I
LREQLQN

NTDB id 989592 AAHB66 RS07890 WP 347115785.1 YYRVDEALWQDRDKLLQLSSFALEAARRERRERYKRDRLKDLPNLTFQLEILLNEAGISNEEALRTLGAEKCWLKIRELN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!! !! !!* !! * !*!! *!* ! !*!!!!!!!**!*!! *! ! !! !!! !!! !!!**! !
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VLFAMLEGAI IVG I
LHEAALPEVANRRQRELAVEWAYDKRSLPTPVDKNQESFTHPASEGLSE

NTDB id 989592 AAHB66 RS07890 WP 347115785.1 KHLSYKVLFALEGAIVGLHEAALPENRRRELVEWYKRLPVDNSTHSGS. 208
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *** !*!! !!!!!*!*!!!!!! !! !! !! !** * *

X non conserved

X similar

X ≥ 50% conserved


