
logo MDERIKSWENEQYFMAQSHLLALRSTCPQRLSVGATI
VVKRDKNRI

MIAGGYNGS IVASGEGVHCAIDEGCLLMEIDDGHCAIRTIHAEMNAI
LLQCASKFQGVPS

NTDB id 98950 AWC37 RS05885 WP 017724623.1 MDRIKWEEYFMAQSHLLALRSTCQRLSVGATVVKDNRIIAGGYNGSVSGEVHCIDEGCLLEDGHCIRTIHAEMNALLQCAKQGVS 85
NTDB id 106 BSU 25580 NP 390436.1 MERISWNQYFMAQSHLLALRSTCPRLSVGATIVRDKRMIAGGYNGSIAGGVHCADEGCLMIDDHCARTIHAEMNAILQCSKFGVP 85
consensus !*!! ! !!!!!!!!!!!!!!!*!!!!!!!*!*! !*!!!!!!!!* ! !!! !!!!!* ! !! !!!!!!!!!*!!! ! !!*
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NTDB id 98950 AWC37 RS05885 WP 017724623.1 TDGATIYVTHFPCLNCTKSIIQAGIKTIYYAEDYHNHDYALKLLDQSGIEHTKIPFNQEHVAQYLMNQ................. 153
NTDB id 106 BSU 25580 NP 390436.1 TDGAEIYVTHYPCIQCCKSIIQAGIKTVYYAEDYKTHPYAQELFEQAGVTVEQVELDEMIVDLKNREKLSFVAGLIGKLADAGLA 170
consensus !!!! !!!!!*!!**!*!!!!!!!!!!*!!!!!!* !*!! ! *! !* * ** *! *****************

logo

EEELKKIHEQANTLFTSYV
NTDB id 98950 AWC37 RS05885 WP 017724623.1 ................... 153
NTDB id 106 BSU 25580 NP 390436.1 EEELKKIHEQANTLFTSYV 189
consensus *******************
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