logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

98938 R8570 RS10680 WP 050263690.1
168 SP RS11270 WP 000649971.1

278 KZH43 RS10085 WP 000649974.1
237 SPD RS10760 WP 000649974.1

203 SPR RS10245 WP 000649974.1

508 SM12261 RS09235 WP 000649953.1
536

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

98938 R8570 RS10680 WP 050263690.1
168 SP RS11270 WP 000649971.1

278 KZH43 RS10085 WP 000649974.1
237 SPD RS10760 WP 000649974.1

203 SPR RS10245 WP 000649974.1

508 SM12261 RS09235 WP 000649953.1
536

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

98938 R8570 RS10680 WP 050263690.1
168 SP RS11270 WP 000649971.1

278 KZH43 RS10085 WP 000649974.1
237 SPD RS10760 WP 000649974.1

203 SPR RS10245 WP 000649974.1

508 SM12261 RS09235 WP 000649953.1
536

consensus

SMSK321 RS0102865 WP 000649958.

SMSK321 RS0102865 WP 000649958.

SMSK321 RS0102865 WP 000649958.

1

1

1

UL KRS L)

e )

(e}

il

MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTELST CQDCQLWCKEGVEVSHRAIFTYNQ
MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTELSTKCQDCQLWCKEGVEVSHRAIFTYNQ
MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTELSTKCQDCQLWCKEGVVSHRAIFTYNQ
MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTELSTKCQDCQLWCKEGV[VSHRAIFTYNQ

MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTELSTKCQDCQLWCKEGV[VSHRAIFTYNQ

T L

ANKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS

T R AN

KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220

220

220

X non conserved
B similar
Bl >50% conserved

160
160
160
160
160
160
160



