
logo MLAQSKMTRWER I LQERPQDNEQDLKLAVKQESLATDEEQLHR I
V
S
T
M
PLTVARSLLVKRRGFIDQTAVEQASAKRLRFLHTYEKDEAPDTFYDPFELLMKGMEKEATAIDER IAKLQAI

V
K
S
Q
R
K
Q

NTDB id 989269 AAHH95 RS07185 WP 342753255.1 MLQSKTRWRILEQNELLAQELADELRVSMLTARLLVRRGIQTVQAAKRFLHYEEPTFYDPFLLKGMEETIERIALAVKRK 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! ! * ! * !****! ! !!!*!! ! !* !!! ** !!!!! *!!! ! *!! !*

logo EKR I LMI
V
F
YGDYDADGVSTSTSVMLHTATLQKTLYGSADQCVDFYYIPDNRFKTEGYGPNCEPQAFLDRFSAIKERQRGFYHSL IV ITVDTGIASALVHNEAAKHVAKDE I

L

NTDB id 989269 AAHH95 RS07185 WP 342753255.1 ERILVFGDYDADGVSSTSVMLTALQTYGADCDYYIPNRFTEGYGPNCPALDFAKRQGYHLVITVDTGISALNEAAHAKDI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
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NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
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NTDB id 989269 AAHH95 RS07185 WP 342753255.1 AKKGLRAIESSGRPGIRALKEVCGMKQEAMDADHIGFAIGPRLNAAGRLDSANPAVELLLADDEEEAKALATEIDSLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! * * !*!** ! **! ***!! **!!!!! !!** ! !!!*!!* *! !! !! !!! !!!!

logo RQAKI
MVSKMTDEEAI ERLMVEQTQTGYGTKLDIPQHTAIVVAKAEGWNPGVI

VGIVASKRLVDEQRFYRPATIVLMGS IDEESKSGI
LAKGSARS I ERGFDNLMF

Y

NTDB id 989269 AAHH95 RS07185 WP 342753255.1 RQAIVSKMTEEAIRLVETTYGTKIPHAIVVAKEGWNPGVIGIVASRLVEQFYRPTIVMSIDESSGLAKGSARSIEGFDMY 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
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NTDB id 989269 AAHH95 RS07185 WP 342753255.1 QELANNRDILPHFGGHPMAAGMTLKTEDIDDLRSRLIKQAKETLTDDMLTPATDIDLVAEVEDVTVQVIGELQALAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
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NTDB id 989269 AAHH95 RS07185 WP 342753255.1 ANRKPIVLVEGAHISDMRRIGSNQNHLKIQFTGAQKPLDGIAFRMGHLFEEITPHAKLSAIGTVSLNEWNGKVKPQLIID 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
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NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWE..DTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPP 636
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NTDB id 989269 AAHH95 RS07185 WP 342753255.1 NRVELETLFSKKGEPSRVYVVFSEEEESFFQTNPNREQFKWYYGFIKKNQRFSLNQLGAKLEKHKGWSARTVEFMTTVFL 712
NTDB id 354 BSU 27620 NP 390640.1 SLDMLAR.LLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFF 715
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NTDB id 989269 AAHH95 RS07185 WP 342753255.1 ELGFIKLDDGIVEAVENPEKKALTASPTYQAKQEKAWLENEFVFASYQQLKEWFQAAIDGSAETKEESILNGL 785
NTDB id 354 BSU 27620 NP 390640.1 DLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT.. 786
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