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MIBIRYFFLVG ILASFLGLVIDRFPEQSI |R¥ASHCDSCQTRLRPLDLIPI SQ FNRFIMCRYCKE\RYPVWYALFEL[®LG
MI MYFFLVGSILASFLGLVIDRFPEQSII[J¥ASHCDSCRITHLRPLDLIPILSQVFNRFIICRYCKVRYPVWYARFELGLG
MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JASHCDSCQTRLRPLDLIPILSQVFN FRICRYCKINGYPVWYALMELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF@CRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTIJLRPLDLIPILSQVFNRFICRYCKVRYPVWYALFELFLG
Pl DO LEL Pt ks L b DLt Db bl sl

LSRR LD T LSS ML L

LLFLI SjAG LSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AJ§GWEL M RFL LGI AHFIDIRMGAGDFL
LLFLEYSWG LSL{QVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVJJFLAALGILAHFIDIRMGAGDFL
LLFLLYSWiN8LSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
E
E

LLFLLYSWARLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWi38LSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL

LLFLLYSWG LSL§QV LITAGLTLGIYDF HQEYPLLVWMTFRLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
e ey e e e N N N N e N N N N R ey e ey N Y N N NN

AL LG L L

FLINSCAL FS TE LILIQFASINTGILAFLL|BKKKERLPFVPFLLLAGCVIIJMGKLLL (¢ 220
FLASC VFSVTELLILIQFASAQIGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVQ 219
FLASCALVFSIATELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJJCVIIFGKLLLV] 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVE 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVR 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVE 219

FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWC IIFGKLLLVE 219
N NI NEEEEEE

X non conserved
B similar
Bl >50% conserved
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