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NTDB id 626 LCA RS04960 WP 011374694.1 .MLTKNQLLLKV..HLAAGFGTISELRLAAWLSTSHNWALS..ALEIAQ....IARLP....ERYWPTFQASFQSTTLQR 67
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..MNNLQPLLALNRMKRIG........PRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDPD...FIKTDL 67
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFD....LFRWKKAGMTNL...GVNKLLKFFRKYDRKISLRQMGQ..VAQVKSIPNFIEQYKNQDVK...KLRADY 67
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQ....LFKLKKAGLTNL...NILNIIDYEERTQKSLSLRDMAV..VSKNKKPLIFMEHYKNLDSK...ALRKEF 66
NTDB id 989179 AAFQ93 RS07430 WP 152904343.1 MKIDNFE....IYKLKQAGLSNQ...QVLKVLQYGEIYDQELTLETIAE..ASECRNPVVFMERYHKLTFESMERLRSDF 71
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLEKEF 68
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYE....IYKLKKSGLTNQ...QVLAVLEYGENVDQELLLGDIAE..ISGCRNPAVFMERYFQIDDA...HLEKEF 68
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLSKEF 68
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLSKEF 68
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLSKEF 68
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLSKEF 68
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NTDB id 626 LCA RS04960 WP 011374694.1 QCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGLTA..TTIISG 145
NTDB id 1250 GCO85 RS13065 WP 027219989.1 NWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSG 147
NTDB id 599 KW2 RS05940 WP 021037268.1 ......KKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTELNQ.SFTIVSG 140
NTDB id 407 SMU RS04605 WP 002262865.1 ......NRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDLSK.QFVIISG 139
NTDB id 989179 AAFQ93 RS07430 WP 152904343.1 ......EKFPSFSILDDVYPFALSEIYDAPVLLFYKGDLNLLKLPKIAVVGSRSCSQTGTKSVRKVIEELEN.ELVIVSG 144
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ......KKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGLEN.ELVIVSG 141
NTDB id 497 SM12261 RS05565 WP 000705318.1 ......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIVSG 141
NTDB id 267 KZH43 RS05590 WP 000705306.1 ......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIVSG 141
NTDB id 226 SPD RS05990 WP 000705306.1 ......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIVSG 141
NTDB id 192 SPR RS05715 WP 000705306.1 ......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIVSG 141
NTDB id 157 SP RS06205 WP 000705306.1 ......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIVSG 141
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NTDB id 626 LCA RS04960 WP 011374694.1 LAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKIIAGLCHSLIV 225
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILV 227
NTDB id 599 KW2 RS05940 WP 021037268.1 LAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVV 220
NTDB id 407 SMU RS04605 WP 002262865.1 LARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMV 219
NTDB id 989179 AAFQ93 RS07430 WP 152904343.1 LARGIDTAAHMSILQGGGKTIAVIGTGLDVYYPRSNKRLQDYIGEYHLLLSEYGPGEEPLKYHFPARNRIIAGLCMGVIV 224
NTDB id 525 SMSK321 RS06295 WP 000705298.1 LAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIV 221
NTDB id 497 SM12261 RS05565 WP 000705318.1 LAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIV 221
NTDB id 267 KZH43 RS05590 WP 000705306.1 LAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIV 221
NTDB id 226 SPD RS05990 WP 000705306.1 LAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIV 221
NTDB id 192 SPR RS05715 WP 000705306.1 LAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIV 221
NTDB id 157 SP RS06205 WP 000705306.1 LAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIV 221
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NTDB id 626 LCA RS04960 WP 011374694.1 TEARHKSGSLITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD................. 288
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKE 307
NTDB id 599 KW2 RS05940 WP 021037268.1 VEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN.................. 282
NTDB id 407 SMU RS04605 WP 002262865.1 AEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF................... 280
NTDB id 989179 AAFQ93 RS07430 WP 152904343.1 AEAKMRSGSLITCERAMEEGRDVFAIPGSILDGRSDGCHHLVQEGAKLVSSGQDVLAEFEF................... 285
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 AEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 AEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 AEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 AEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................... 282
NTDB id 157 SP RS06205 WP 000705306.1 AEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................... 282
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