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CYLDGGAQETGNALDEDDFVIKKENNQKAKLKRRQLANLRSKEEWLRRTSYFQFLI LFMIKAATQTS
NTDB id 989168 AAFQ93 RS04575 WP 375555723.1 MDFEKIEQAYTYLLENVQIIQNDLTTNFYDALIEQNGIYLDGQTNLEDVKKNNQALKRLALRKEEWLRTYQFLLMKAAQT 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !!!!!!!*!!**!!*!*!*****!*!**!!!!!!!!**!!*********!*!!**!**!*!*!!!!*!**!!***!!*!*
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QLQASNHQFTPDVS IGHFLIMI ILFYL ILEQGLWTPNAKESNQLSDLI LI ELIGSGMTGI

NLGAAESTFI LVTNSNMSNSKKSVIDYI
L
MGI ELVDDLL IDLASASMIAEDVMLDLSQS

NTDB id 989168 AAFQ93 RS04575 WP 375555723.1 EPLQANHQFTPDVIGHLMIFLIEQLWPAENLSLLELGSGMGILGASFLTSMNKKVDYLGIELDDLLIDLAASMAEVMDLQ 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!*!!*****!*!*!*****!***!*!!!*!*!*********!**!!*!!!*!!!!!!!*!!*!*!*!**
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HFVQGEDAVRPQVI LKESDVI IVI SDLP I

VGYFYPDNDQKIASQRYQVAAKDLEGHTYAHHLLMEQSLKYLKTKGEGYLAI FLAPTVDLLTSPEQ
NTDB id 989168 AAFQ93 RS04575 WP 375555723.1 MGFVQGDAVRPQVLKESDIIVSDLPIGYYPDDQIASRYQVAAKDEHTYAHHLLMEQSLKYLKTGGYAIFLAPTDLLTSPQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus **!!!*!!!!!!*!!!!!*!*!!!!*!*!!*!*!!*!!!!!!!**!!!!!!!!!!!!!!!!!**!*!!!!!!*!!!!!*!

logo SDPLLKGKWLTQENQNAVQTLIVLAI
V IASLPEDALI FAKQGKASQNSIKTS I FVLQKKKQVSGQEQGSTLEPSFVYPLATSDLRQDPE I

VLLRERFKMEKNFQKNKWCKQEEDHNEVI
F

NTDB id 989168 AAFQ93 RS04575 WP 375555723.1 SDLLKGWLTEQAQLVAIIALPEDLFAQGAQSKTIFVLQKKVGEGTEPFVYPLASLRDPEILLEFKENFQNWCQEHEI 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!*!!*******!*!*!!!**!*!****!*!!!!*!******!*!!!!!**!*!!!*!**!**!!**!******
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