
logo

MAMSAM
R
M
S
G
L
VNRKVVI IL IVGNRLTGKNQRDPDELMVRTYTMPSNGADEGAVCATNLIFSTI

L
VAVTNSRESTFWTRNNDQRKAMQSNTGQEQTRRKVREEVKRATDEFWI

HNRCVITVFTLMW
F
Y
G
R
R
K
Q
LAENIVVAAGNEQFYLKRKGGSKQLAVGYI

L
V

NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGE..READFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 989024 AAGQ96 RS01505 WP 147194095.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKQTGETKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQ....AESVQFLEPKNGGGSGSGGYNEGNSGG............GQYFGGGQNDNPFG 137
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.E.........EGYGQSQEA..YQR......PAQ 134
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.D.........EGYGQSQEA..YQR......PAQ 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FGG.N.......QGSGWNQAPAQTNYNQGGYSDNYAQ 145
NTDB id 989024 AAGQ96 RS01505 WP 147194095.1 EGALQTRKWTDQAGVEKYTTEVVVN.VGGTMQMLGGRQ.GGG.APA.GGGQGGQGNNNGWGQPQQ............PQG 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPA.QGGMNVPAQQGSWGQPQQ............PAK 146
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NTDB id 113 BSU 40900 NP 391970.1 GNQNNQR......RNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 QSRQPASDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRQPAPDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNAT......RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 989024 AAGQ96 RS01505 WP 147194095.1 GNQFSGGQQQS....RPQQPQQSSAPANNEPPMDFDDDIPF 181
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQ......PM....QQSAPQQYSQPQYNEPPMDFDDDIPF 177
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