logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

sxLx | CDBRLCAALLD=GY LoDesLQRALERHEREVGCRLABVLYD=GCiv=sEBRIABX | EBEREC | PLVRELLRVE Y BPEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerRREXARR LRALPFALBEexsYRVARYRP LSS ESYELYEDSECEMYEPYQA L RBERY WAYAKHYPELGLEY Y P s X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

SeRCBLSEKLCERLySRG | TBRRLEYALSRQERTCBALCRTLYsBRRY "EBRLYBXLAEQeCr eFLEr "eCGaMPsEEX X
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

80

\1
[eNeoRoNeoNoNoNoNe o]

158

[eNoNoNoNoloNoNe)

237
237

[eNoNoNoNoRoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

v LRRDALRY “AVPYSESR=eV eV SDPRERBERYR=L v ™R kakaA ﬁR EelLegerYPQRMRLCEXLVQEGKLSR

LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALEQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPJQLMLTR§RDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
................................................................................ 0
................................................................................ 0
................................................................................ 0
........................................... BAL . ... 3
................................................................................ 0
........................................... AAVDTABK . « o oot e e e e 9
........................................... SAFTTPIEK « o v v oo e e e e e e e e 9
........................................... SALHTSIEK « « o oo e e e e e e e e e e 9
% £
| S N/ = A < - D
ExLEEAL=VRAE EYBP6NL e LR EKQ %EEL YrAQhé +éb RXL ﬁﬁg kngEL AAi f E EéLingf
ELEMARPEDVE A QK QERGECREER TN QEE EANIABETQLEYFYMIPEE 397
QSGK EMIN\RSEMAQLEYEFIMNPIQ 397
.............. ELSIFHAQEMTEQEEH 66
.............. SHEF FllS SENNHEES 66
.............. S F FQSHEMT) IS SHEEL SCTSING 66
......... 74
.............. VEJABHYYNESQ . AEKE SYSTIN#RH 65
......... KKSQISRTS. AELTG A ARILINAE A 80
............... E)LINAG V 74
............... E 74
* K K % * * % % * %k %k *x ok * * k% ok * ok ok ok
el DerBFals
DPPD GAPL a77
NPPDPKVAL 472
cQQ 141
cQQ 141
CQT 141
PVN FFEITG 149
LMG PQEQKTVSMAE 140
PKE QEMAEK 155
»\PHELFLKXDKMDEKIMIQ 149
LTS QP K DIMD MK LKHR 149

* * 3k

k% okkok * sk ok % ok ok %k %k ok k



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

1028
1306
1168
1293
1401

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

kb oL LA By

o ssoim BN Y

R

AELSE AKEFAK........... KQAEEEV . . PSPLELEEA A QFSMK QEIEREVAF L Q DIk T A REN D V QILE DGA
KGFEKENKELAE. .......... RNKTQQSQEABLSVARAIAIRGQV]

SIQGAANQGKEISQ INeREN  DIRIND  SP § FIN[N LLDA RINGASDIHFEPYENNYR R R[8DG

SLPHEKSGLKEINQ N IMINDESP B IN[M LLDA RISGASDIHFEPYE)SIYRVRIBR[®DG

SLGQEKSGLKEINQ N EREE IRINDESP 8] (IN[N] 'LLDA RKGASDIHFEPYENMYRVR R{®D G

KEBQGESE . YVEDSGBIMEGLEISADBEDQDIPTATS V T|) DM AB R AR SN () eV N IoRN:a N a0 R F)gin il o]

.SESLBQE.LGEGQE. . ....... ESHTLYIINEEA EPp B FIBKHLEDA REGASDIHFEJYEEWAR R R DG
.TNESMET .LVSGGG FEFDDAPVE TP AGATDV PIVKF jIK LLDAJQWRASD HFEPYERINYRVR R DG
.EW....H.FNFDT DLDY DPHTT DKLKDE PIVK INK L DA RWNJASD HFEPYEI®SIYRVR R DG

.E ....S.FDFND FDLD DGPTAQED APQGDE PIVK INK L DA RRIGASD HFEPYERSYRVR R DG

* * * * * * | %% [ |

LRI, el e ) R 550

s

k(Q

RS EALA

S AIDFRVSTIPT-GEK V R
PQDGR ' [NLpgNK DFRVSTLPTLFGEK V R

IDFRVSTLPTLFGEKIV R
PQDGRIKLK SK.S T

PQDGRIKLK FKM§ AIDFRVIy LPTLFGEK VLR
RN *oHok 1k | IR

ISUPPIRRILEWRL ARIR ' K
* % k| sk ok ok k I1x

| ep el R 0 AT e

TGPTGSGK |3 &N

TGPTGSGK 1§ [¢

TGPTGSGKTVSLYTGL|JILNTE]Y NISTAEDPVEINLEGINQV

TGPTGSGKTVSLYTGLNILNI NISTAEDPVEINLBGINQV

TGPTGSGKTVSLYTGLEJILN}YP NISTAEDPVEIiLPGINQV
K

R
R
R
R
R
R PQDGEFK K BK
R
R
R
R
|

*kkk ok

TGPTGSGKTV LYT LNILNTM NISTAEDPVEIJY PGINQV

NI TAEDPEEINLPGINQV V
TGPTGSGKTVSLYT{§LN LNf§P[ NI TAEDPFJEINLPG NQV V
TGPTGSGKTVSLYTGLNILNT|®R:#ANISTAEDPVEINLIAG NQV

TGPTGSGKTVSLYTGLNILNTIRJYNISTAEDPVEINLRGINQV
NN RNy gty oy oy N ) e

TGPTGSGKTVSLYTELNILNTES
C

o NI e R

*okk |

@i%iéﬁ /R

Tk 1L

VNPQAGLTFARA
VNREG  TFARMA
V PK GY&F AINA
V PK Gja¢F AJRA
V PK GIY&F AINA
NPK GLTEF (€A

NGLTFARYA

IGLTEAQYA
VNPK GLTFARA
VNPK GLTFAR\A

Kok ok ok ok ok | kok | !

544
541
219
219
219
228
209
233
223
223

622
619
298
298
298
307
289
312
302
302

702
699
378
378
378
387
369
392
382
382



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

1028
1306
1168
1293
1401

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
988918 AAFF19 RS05980 WP 182118245.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

DD OLE e STt s S LA

Q
LRSFLRQDPD MVGEIRDLETAEIA KAAQTGHLVLSTLHTNSAAET
LRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET
LRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET

LI AQRLBRRLCH
TLTR JINMG FNYFNTIASSVLIJJAQRLARRLCIY
AAETLTRLBINMGVEY FNIA SVNL IAQRLARRLCH

L SFLRQDPDIIMVGEIRDLETA I IKAAQTGHLVLSTLHTN
LRSFLRQDPDIIMVGEIRDLETAETAIKAAQTGHLV STLHTNIY

L SFLRQDPDIIMVGEIRDLETA TAIKAAQTGH VESTLHTNI PATL R |ANMGVENZENTIASSV

.................. DUtk U orkorokkorok ko 11 Lk ko |

<okl ok R YK RAALZEVL§¥QEE% i|é

[ISTES

SeXRibLED LEEﬁAfégfgh%
HCKVEVKPDPE.. RRIBELESIDA Q. .GAR|
ECKQETNADPEV.LRR e IS2RDMR . . GANBMRBGT[E&PR
H@SIAVRPSALL.QS E INOPNEWL . .. . YEANAA[EION
HTVQL. . QHEEIQTTINT . . . .

PNSQL. . QHEMETANTEQI . .

DFTNQG)® I 2iseaa KA |b)

RP S ASAIRKIZAEEI 2N F )b}
IPHE

IQVPER

APIPKQ
b3

AHPDF RS QU4 R:EGYKGRVGIYEVMK
kokkkk D x| [RESNEEEE

N BE cF Efp
* ok kkkkkok K

Lg“L é R Kk%g T EVEKQI

RF
ISTLRIAIG MKENRQOGIT LEEVLARTI. 889
AL{NCENERRIAULAMIAS 887
I GITS|AE " " RVimNgy 562
ISQGITS|ANIE  RVimgy 561
ISQGITS|PNRE  RVINE3 561
I8 GIT EEV RVTYY 574
WQGITSLEEYV| TN 558
HISARL{EFIRSINAAYT. AJRYN 579
WIQG TSL E RVTH 570
WIQG TSL EV RVTH 570

* ok lxxlx x|

Dokokok D okokokkok ok

X non conserved
B similar
>50% conserved

782
779
458
458
458
467
449
472
462
462

858
856
531
530
530
543
527
548
539
539



