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NTDB id 1169 A1552VC RS11075 WP 000648511.1 A AT lPI IMKABRJTA FSRTLAT FAAG P ASIRKENWAK TS\ H 306
NTDB id 1402 DSB67 RS12670 WP 010643257.1 Gﬁ SIGNANEN FSRTLAT F AG P TISRKENESIK T S(e\ M H 305
NTDB id 1112 NGFG RS09215 WP 003689811.1 A PIFGD FAAGVPLVD LDSTAGAGN 308
NTDB id 1113 AAA85695.1 219..1451( ) PIFGD FAAGVPLVD LDSTAGAJN 308
NTDB id 988917 AAFF19 RS05975 WP 008905148.1 PIFG DK [ AR RTL WIFAAGVPLV ALDS\W GA GN 304
NTDB id 1252 GC0O85 RS07730 WP 011213805.1 INKAINTARF RTL l FAAG PLV AL.S AGA 305
NTDB id 1198 PSJM300 03950 AFN76868.1 MK B ARF RTL T FAAGVPLVDALDSEAGA 304
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 P IGEESGE 385
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NTDB id 1059 ABD1 RS01610 WP 000279215.1 QQ Ny IMIFPRIMIN QMVAIGEESGALDSMLIKVAN YERJEVDNAVD 386
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 GI§ VGGLVVAMYLPIF LJUSV (e 408
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NTDB id 1059 ABD1 RS01610 WP 000279215.1 G LVGGLV AMYLPIF 408
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