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NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDEGY 74
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLS....... 73
NTDB id 988909 AAFF19 RS00470 WP 342721048.1 ......MKRTLQQGFTLIELMIVVAIIGILAAVALPAYQDYTVRARVTEGLVAASAAKINVADVLSSGNPNASAQ...GY 71
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1197 PSJM300 03940 AFN76866.1 I..........GIT......DSTSYCDVDLDTAADGHIECTA....KGGNAGKFDGKTITL................... 115
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAVPA......... 144
NTDB id 1424 RS RS02795 WP 011000517.1 ..........VGSSVFTPTKNVANLTIAGT.GTVPGQITVTYTT........AAGGGTLALVPTA....AGTALPVSS.. 128
NTDB id 988909 AAFF19 RS00470 WP 342721048.1 N.........LG...FTSPTASRNLTSVTIA.PATGLITVTTTA........NAGNGTLTLMPYLGAALPGTALPVGTAT 130
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSC.......VGVQEISASNATTNVATATCGASSAGQIIVTMDTT.......KAKGANITLTP.T............... 122
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQSIAIG..ANGVITITYTA........AAGGGTIIMTPTL............... 110
NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVASIAIG..ANGVITITYTA........AAGGGTIVMTPTL............... 110
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NTDB id 1197 PSJM300 03940 AFN76866.1 ..NRTADGEWSCA...................STLDAKYKPGKCS. 139
NTDB id 1188 NELON RS01755 WP 003772458.1 .ATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1424 RS RS02795 WP 011000517.1 ..APSGPIMWTCYAQNKAQAASS...VAPSGTMSLAAKYAPAECR. 168
NTDB id 988909 AAFF19 RS00470 WP 342721048.1 FTPPADSAKWRCAAVGATPLAV......GQTAGTLPARFAPAECK. 169
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..YASGAVTWKCT..................TTS.DKKYVPSECRG 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..QANGDVTWTCT..................GGTLLAKYRPASCRP 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ..QANGDVTWTCT..................GGTLLAKYRPASCRP 136
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