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NTDB id 988864 AAGD16 RS01610 WP 024602151.1 .MARGVNKVILVGNLGQDPEVRYMPNGNGVANITLATSDSYKDKNTGQMVDKTEWHRVVFFGKLAEIVGEYCRKGSQIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENS..GGAPYDE....................GYGQSQE... 127
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENS..GGAPYEE....................GYGQSQE... 127
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGG.......NQGSGWNQAPAQTNYNQGGYSDNYAQN. 146
NTDB id 988864 AAGD16 RS01610 WP 024602151.1 EGKLQTRKWTDQQGQEKYTTEIVVDGFTGQMQMLGARGGDQQSGGYQGNQGGQQSSGYQGNQ..GGQQSGGYGQNNQGQN 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ...GGMPA.QGGMN........................VP 132
consensus !!****!!**** !*********** **!!**! * !! * * **** *

logo

A
SQQGA

S
W
Y
A
G
Q
P
Q
R
Q
PAQQPSQAKPAQSHQRQPASPQDQANNQYQPQQQGGFAPMQQNQPSAHNPNQFQNQEAGGPFNAATPKRPQNPAPQQGKYRGPSQQAPAPSVNPQPYAEMNAPAEPMPTVDIMENDI

FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 ....AYQRPAQQ..SRQPAPDA................PSHPQ.EAPAAPR......RQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ....AYQRPAQQ..SRQPASDA................PSHPQ.EAPAAPR......RQPVPAAAPVEDIDDDIPF 174
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consensus * * * *** * ** * *** * ** !****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


