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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 MRTGMVALATGLLLLRFLPVLPPVWLLLVMPLVALMLLPFRT............YPLAFFLFGLAWACFSARSALHDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW............RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 ERYDGQTFWLEGRVAGLPQTIDGVVRFQLQQPES.RRTRLPEQIRLGWYGG....................PPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 RLAVKLKRPGGLVNPGAFDYEAWLLSQRIGATGTVVDGQMLAT..............AQRNWRDGLRQRLLAVDAQGR.Q 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 GGLAALVLGDDSGLSPADWQVLQDTGTIHLLVISGTHIGLLAGLLYGLV.......AGLARWGAW..PRRLPWLPCACIV 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 AFGGALAYGFLAGFEVPVQRACVMLGLVLLWRLRFRHLGVTWPLLIALNLVLITEPLVSLRPGFWLSFAAVGILMLIFG. 342
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 ......GRLGRWTW.......LQSWTRAQWLIAVGLLPVLLALNLPVSISGPAVNLLAVPWISLFVLPLALLGTLLLALP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSW.......WRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAE.ASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 VFGEPLLWLAGGSMDWLFRFLAVM.AEVAPAWSGPQVPGWIWPISLLGALVLLLPEGVP...MRLLGWPLLALCVFPPQQ 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALI.AGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 TVPAGEVQVQQLDVGQGLAIVLRTRQHTLLYDAGPRFGEF.DIGERVVLPAIRRAGLTRLDVMLLSHADADHAGGAAAIL 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 EGLSVDRVLAGDVGRL.......PAELQAESCRNGESWTWDEVTFSTWIWE......NAAPGNQASCVLKVEAKGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 TGDIDVDAERAMLADGF..DARAEWLQSPHHGSRSSSSRAFLRAVGAHSVLISRGRNNAFGHPHPLVMSRYQWSGMRVYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 988835 AAGQ88 RS19190 WP 342653275.1 SAESGAITLQLGARQD..ASGERQSKRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
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