
logo MEDQAHFSAQNPLKVMVIDDSKRTIRRTAETLLKQNREVGCEVITAI
VDGFDEALASKIADEANHNPDRI IVFVDIMMPRLDGYQTCAL IKNNSQRANFYKQ

NTDB id 988827 AAGQ88 RS01395 WP 268798442.1 MEQHSAPLKVMVIDDSRTIRRTAETLLKNVGCEVITAIDGFDALAKIADNHPRIIFVDIMMPRLDGYQTCALIKNNRAFK 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
consensus !! * *!!!!!!!!!*!!!!!!!!!! !!!!!!!*!!!*!! !!!* *! !*!!!!!!!!!!!!!!!!!!!! *

logo

N
S
I
TPVIMLSSKDGLFDKQAKGR I

VVGSDEQFYLTKPFSKDEELLNSAIKRANHVPSGSFVAVEQQLS
NTDB id 988827 AAGQ88 RS01395 WP 268798442.1 STPVIMLSSKDGLFDKAKGRIVGSDQFLTKPFSKEELLSAIKAHVPGFVAVEQQLS 136
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS......... 127
consensus !!!!!!!!!!!!! !!!!*!!!! *!!!!!!!*!!! !!* !!* *********

X non conserved

X similar

X ≥ 50% conserved


