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NTDB id 988747 AAGF34 RS14560 WP 342616447.1 MFSFFKKKSPPAPVAAPAAVPDGSAAPV..............................................QPAAAG 34
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NTDB id 988747 AAGF34 RS14560 WP 342616447.1 ADAGVSATQFLTDNLRKKAKSSNLTNPVALKNQLIADLTELLQPLQKPLVIGQ.QTPTVIMVAGVNGAGKTTSIGKLTRH 181
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *! !* !! *! *! * ! * !* ! ! *!* !! !!!!** * ! !!!*!!*!!!!!!!!!!!! **

logo

F
L
Q
S
A
E
E
QGAKSVLLAAAGDTFRAAAREQLQSAIWAGDGRNNTVETI

V I SQATGTAGDPSAAVCSFDAVQSAAGKARGI
KDI

VVLAIDTAGRLPTQLHLMEE I
L

NTDB id 988747 AAGF34 RS14560 WP 342616447.1 LSEEGASVLLAAADTFRAAAREQLSIWADRNTVEIISQAGADPAAVSFDAVSAGKARGKDVVLIDTAGRLPTQLHLMEEL 261
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 988747 AAGF34 RS14560 WP 342616447.1 KKIKRVIQKADVSAPHEVLLVIDGNTGQNAVAQVKAFDDALGLTGLIVTKLDGTAKGGVLAAIARDRPIPVYFIGVGEQL 341
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 988747 AAGF34 RS14560 WP 342616447.1 NELETFNAREFAQALLA 358
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