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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 988744 AAGF34 RS09545 WP 342620379.1 ..MASVNKVILVGNCGRDPEIRYLPSGQAVANVSIATTSRRKDRTSGEFVEETQWHRVTFFERLAEIVGEYVKKGTPIYV 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGM...NVPAQ....QGSWGQPQQPAKQ..... 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSG.GDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNN..... 148
NTDB id 988744 AAGF34 RS09545 WP 342620379.1 EGRLSYRKYTDKDGIEKNATDIVA....SEMQLLGARQGM.GGPGAGDGYGDEG.........GAPAAP...ARRPAPAA 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ.........EAYQRPAQQSRQPAPDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ.........EAYQRPAQQSRQPASDA 143
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..HQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 988744 AAGF34 RS09545 WP 342620379.1 A.....RPAAPAARQAPAPRPASGFDDMDDDIPF 170
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRR..QPV.PAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRR..QPV.PAAAPVEDIDDDIPF 174
consensus * **** * * ** *****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


