logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

988735 AAGF34 RS00650 WP 342618710.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

988735 AAGF34 RS00650 WP 342618710.1
1252 GC0O85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

988735 AAGF34 RS00650 WP 342618710.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

MAKNGGFSLF
MAKNGGFSLFJ

...... MDKNIPPILTFH

...... MAQKE

*

INTRLAT st VLAl sl

INIF RQLATM
ITIBTRQLATM
ITIFTRQ ATM
IT FTRQL TM
IT FTRQL TM
RIFTRQLATM
IT F RQLATM
IM FTRQ ATM
INIFTRQLATM

ITIFTRQLATM
orkox ) rok ]|

LD

= H = H O W .0 T

*rdkk D Hk D]

LDRLAWYHEK
ARYKEKHEN

IKNSVJT
MAAKKTQVEPV|gA
..... MAVKKRAQM

PTIYA
* %

KAG PL QAF

JAG PL QAF

KAGVPL QAF

i3 G PLVQAF

KAGVPL Q F
KAGVPLVQAF

KAGVPLVQ F
* % | % | %k %

A A A T R

LDR AQYKEK EL
LDR AMYKEK EJ8L

*  kxk

o~ fF@Akaéﬁwtéh.wA e

Pokokok Dok 1 Dok Dokokok |k

A;§§K¢¥?ED

RIPALERGPGLK))

B

>/\

- VRS e

PAYS =S S L]

EAEDLRTAARLLRDRG F AEI EPGKGEQAE
E I TH. ........

RING GJ2N Q VIAS AWM TP TEG MR VTR . . . .. . . ..
W AT SHAKINLRK QG INASNK ]

* % % * * * kkk ok okkokkokk kX *

ot I £

JNT i3 EpyGHl L j¥ LEKEIPIRYF 3L CNLV
IAGIRIN PIYM - B oy - (o] o VI GIY - [F B LRKJYP[]YFDILYCNLV

* kkkkkk ok * k| ok ok ok ok

Ll b P AL e 9. o Vet

1SS

$oaok Lk 1L K1 ]

ISYFGAELPWRFTQ[NV
IN4EFGA LPAFTQ V
IS\WIGAEL PIguT QEyVv

EWIYIGAELPAIRT QEyV

TIR V
ISEEFGA " LPAITREAV
IWIEGAELPAFT|R V
IBIFGA LPAFTQ V

IBIFGA LPAFTQ V
* %k B Pskskosksk ok Dskskskk  koksksk

* % %k ok % P

145
149
148
151
151
149
148
147
150
150

225
229
228
231
231
229
228
227
230
230



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

Rt U e AR LAToFANCY Lt ST e

IREAAGVPLVDRLDSTAGAL
1113 AAA85695.1 219..1451( ) IRFAAGVPLVDYLDSTAGAPL
988735 AAGF34 RS00650 WP 342618710.1 YIIF LIS RPaK LA DRL [J LPIFGH] VK -[@IAR RTL NFAAGVPLV ALDSEN GAE

1252 GCO85 RSO7730 WP 011213805.1 ¥(SIIF Y ARNEEILEfGA Q Tl A s LP I IDKABMIARE RTL l FAAG PLV ALFASWYAGA GN

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1198 PSJM300 03950 AFN76868.1 MK § ARF RTL T FAAGVPLVDALDS AGA GN
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus % %k >k %k >k % % * % *x % * %k % ok ok ok ok ok ok ok | okok | | ! [REEEES 1 sk sk sk oskok ok | ok sk ok ok ok ok EEES

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

a0l e s 4 oy

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

988735 AAGF34 RS00650 WP 342618710.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1 .
1016 ACIAD RS01680 WP 004920476.1 . Hi MEPLI PE\ILG
1059 ABD1 RS01610 WP 000279215.1 . MEPLI E\ILG

consensus ! [ Pk LD N N N I e k%10 kkok |1 x

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id

o)L F“#,ﬁyyAVQ

406
408
407
410

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( ) G 410
988735 AAGF34 RS00650 WP 342618710.1 GG VVAMYLPIFKLG . 407
1252 GCO85 RSO7730 WP 011213805.1 VGGLVVAMYLPIFKLGSIV... 406
1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF GSVV. 405
1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF GSVV. 408
1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF C 408

X non conserved
B similar
>50% conserved

304
309
308
311
311
309
308
307
310
310

384
388
387
390
390
388
387
386
389
389



