
logo MWELVKASGGWI
VMLP I I LCS IAAALGI IAVERLWTLRPSRVATPAPHNLLAGQVWKQWIKDKQLNSNQKLKELRAGDHSPLGEQI

VLAAGLAN
NTDB id 988530 AAG685 RS10240 WP 406668894.1 MWELVKSGGWVMLPIILCSIAAAGIIAERLWTLRPSRVAPANLLAQVWQWIKDKQLNNQKLKELRGHSPLGQVLAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!! !!!*!!!!!!!!!!! !!! !!!!!!!!!!! !**!!*!!! !!!!!!! !!!!!!!!**!!!! *!!!!!!!

logo SKHRGRE IMKEC I EEAAARVI
VHDLERYLNALGTIAGIAPLLGLLGTVLAGMIDE I FGSAFMGSGTMSGANATPQLMLAGGIASKAL ITTA

NTDB id 988530 AAG685 RS10240 WP 406668894.1 SKHGREIMKECIEEAAARVIHDLERYLNALGTIAGIAPLLGLLGTVLAMIDIFGAFMGSTSGANTQMLAGGIAKALITTA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGM.ANAPLLAGGISKALITTA 159
consensus !!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!! !!!!! *!! **!!!!! !!!!!!!

logo

A
TGL IMVAGIPALFFHRFLLTRRVDELVVGMEQEAIKLVEMVLVQGDRDEVDLGDEAGKPAAATAVEKPSRKEGRKA

NTDB id 988530 AAG685 RS10240 WP 406668894.1 TGLIVAIPALFFHRFLTRRVDELVVGMEQEAIKLVEMLQGDREVDLGDAPAAATAVEKPSRKEGRKA 227
NTDB id 1200 PSJM300 12655 AFN78593.1 AGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA................ 210
consensus !!*!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!**!!!!*!!!!***!****************
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