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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 988529 AAG685 RS10235 WP 406668893.1 MRAGMLALALGLLSLRFLPALPPGWLLLLCAALGLVLL.....ASRL.......YLIGFFALGLAWACTSAQWALDDRLS 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLL.....PFRW.......RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 988529 AAG685 RS10235 WP 406668893.1 AVLDGRTLWLEGQVVGLPAVADGTVRFQLEDAVS.RRARLPQLMRLSWRG....................GPPIRGGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 988529 AAG685 RS10235 WP 406668893.1 RLAVNLRQPHGLVNPQAFDHEAWLLAQRIGATGTVKAGERVSEAG............GFTAWRDQVRQQVLQVEAY.GRA 194
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 988529 AAG685 RS10235 WP 406668893.1 GGIAALVLGDGSGLSSADWRLLQHTGTVHLMVISGQHVTMLAGILYGLVAGLA.......RLGLW..PRRWPWLPCACAL 265
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLA.......RWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 988529 AAG685 RS10235 WP 406668893.1 ALLGALAYGLMAGFEVPVRRACVMVALVLLWRLRFRHLGAWWPLLLALVVVLLAEPLAVLQPGFWLSFVAVAVLILVFGG 345
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 988529 AAG685 RS10235 WP 406668893.1 ..............RLGSWGALSSLGRAQWTMAFGLLPAMLALGLPVSVSGPLANLIAVPWVGVLVVPVSLLGTLLLPLP 411
NTDB id 1199 PSJM300 12650 AFN78592.1 ..............RLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
consensus *** * ********!*****!!!!**!*!***!!*****!!**!*!*******!**!*!* *!**!
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 988529 AAG685 RS10235 WP 406668893.1 WVGEWLLTLAGGMLALLFVVLEHIASWLPAWLPSDVPGWALALAVLGAVLLLLPTGVP...LRLPGLFLLLPALLVQGKP 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 988529 AAG685 RS10235 WP 406668893.1 LPYGLAQVWVFDVGQGLSVLVRTREHALLYDAGPSFGGF.DTGERVILPSLRALDVRRLDLLLISHADNDHAGGAGAIVQ 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
consensus ** ! * ***!!*!!!***!!*!**!*!!*!*!!**!** ! **!!**!*!!**** **!****!!*!*!!!!!* ***

logo

A
G
L
M
VPVEGRARTLMVVLASSGLEEPPEGRHGLERAPQRAAKRASLRGKI

L
D
E
K

A
P
V

A
E
R

G
P
SCRTVATGGQHRWAHTWNDQGVAENFEQS IQVLWYRPWEPVQVPSDRADQAGTVNPSSGNQAARSSCVLMRI

V
A
E
T

N
A
R
A
R
G
Y
E
A
R
S

A
L
M
LLAT

NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 988529 AAG685 RS10235 WP 406668893.1 GLPVERLVSGEEER..L..ARKSRKLKVEPCTT.GHWHWDGVEFQQWRWE......DAGPGNASSCVLRVTARGESLLLT 636
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER..L..PAA...LDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 988529 AAG685 RS10235 WP 406668893.1 GDIDRDAERALLRSELPA..RADWLLVPHHGSRSSSSPGFLNAVSPRGGLLSRGRHNSFGHPHAQVVARYHARQAQLHDT 714
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGMEV..NARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIET..RGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 988529 AAG685 RS10235 WP 406668893.1 AEQGALMLWLGRHGDVIGLR....DERRFWREK................. 743
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFGGARRMR....DEPRFWREK................. 741
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