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PELFHRTVGSWACYL IVFLNI L IVALVFLLVPQKPPSKRHQLLMPQI
LF

NTDB id 988528 AAG685 RS07490 WP 406668446.1 MIAESSVQDSKQGQRILRLYHFYRLSIGLALILLISSNLDEQLLDVVHIELFRTGSWAYLILNILIAVLVQKPKHLMQLF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !! !!!!!!!!!! !!!*!!! !*!!!!! !**!*! *!!*!!!* !!!*!!* !!!*!* ******!***!
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MLCSAGLFYAAGGGTVPSGIGNSLLVVAVAIANI LLRGR IGLLVIAAAIAASLMAGL ILYLTFFYLSLSRSPADAATANHQYVQAGAGLG

NTDB id 988528 AAG685 RS07490 WP 406668446.1 SLALVDVIFLSALFYAAGGTPSGIGNLLVVAVAIANILLRGRIGLLIAAIAAMALIYLTFYLSLSRPAAAAQYVQAGALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!* !**!!!!*!! !!!!! !!!!!!!!!!!!!!!!!!!*!!! ! **!*!!!!*!!!! ! ! *!!!!!*!!
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NTDB id 988528 AAG685 RS07490 WP 406668446.1 ALCFAGALFIQGITRRLQMSENLAEQRAADVANLEELNEQILQRMRTGILVLDTQHRVLLANQGATQLLGRSELSGKIID 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!*!! !!** !! *! !!! !! !!!!!!!! !!!!!!!!!!!*!* * *!!!!!*! !! ** ! *

logo

P
RHCSPEMLMVHKCRLMKQQWLRHLNPSTLRPDPSTLKQVQVPVDGPTVLVQPSF I SLNQREGDDQQHTVL IVFLDEDI SQIAQQAQQLMKLAGSLGRLTAGIAHE

NTDB id 988528 AAG685 RS07490 WP 406668446.1 PHCPELVKRLQQWLHNPTLRPDSLQVQVDGPVLQPSFISLQRGDQQHTLVFLDDISQIAQQAQQLKLASLGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus *!*! !**** !! *!!*!!!**! ! *!!! *!!!!!!!*! ! !! !*!!*!!!!!!!!!!!*!!! !!!!!!!!!!!

logo I RNPLGAI SHAAQLLQESEDELDQAGPDQRRLATQI IQDHQSKRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVDSEFYPRGSRSALPRNSD
NTDB id 988528 AAG685 RS07490 WP 406668446.1 IRNPLGAISHAAQLLQESEDLQGPDQRLAQIIQDHSKRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFASEFRSSAPSD 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!!*! *!! !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!! !!*!! !** * !
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LHLEQLTGQAGGDS ILQTRMDPHQLNTQVLSTNLVQNGLRYSAQAKHGRLRGQVWLRSLAFRDAPETSDLPVLE I ILDDGPGVPAPDEKLELNQHNI

LFEP
NTDB id 988528 AAG685 RS07490 WP 406668446.1 RQIHLETQGGSLQTRMDPHQLTQVLTNLVQNGLRYSAQKHRLGQVWLRLFRDATSDLPVLEILDDGPGVPPELEQHIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!! *! *!!!!!!!!! !!!*!!!!!!!!!!!! ! !!!!! ! !!* !!!!!!!!*!!!!!!!** ***!!!

logo FFYTTENSKGTGLGLYI
LSRELCEQSNQAR I

LDYKRNPREEGGGGSCFR ITFAHPRKLS
NTDB id 988528 AAG685 RS07490 WP 406668446.1 FYTTENKGTGLGLYISRELCQSNQARLDYKPREGGGSCFRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !*!!! !!!!!!!!*!!!!! !!!!!*!!**!! !! !!!!!!!!!!!!!
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