logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 988526 AAG685 RS03800 WP 406669372.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 988526 AAG685 RS03800 WP 406669372.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 988526 AAG685 RS03800 WP 406669372.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 988526 AAG685 RS03800 WP 406669372.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

e WA VU DDSAT GBTAGTL 2 AU EEAL sk g OLURYDL LT i

...... JUUCK 18 DDRKIZTRPIRNERILINKEGH I TADGIIEALSKMAEIRNPD Ipy D MEPIALDGIE UFNEY [N F

MER):EIAET. KVMVIDDSKTIRRTAETLLIMKJGCEVITAVDGF AL KIA pRIPEIIFVDIMMPRLDGYQTCALIKNNEFY I8

MEDFNANNLKVMVIDDSKTIRRTAETLL[M EGCEVITAVDGFEALSKIAEEWPDI FVDIMMPRLDGYQTCALIKNESION (o
*

* % k Uokokokok D Dok Dok Dokokokokokokok | skok Dokokok T D Dok D Dokok | Dok Dokokok ok Dokokokokok Dok Dok Dok |1 1 skookoskoskokokok ok ko k

| \.SiKDsI;FDW R iDEW FShEH.\.EM&H\L/&EENYEé CAEENASG PE| | 1CDLQI LPDAFVA

i

;| P IMLS KDSJAFDK\EAGI®® G D Y TKPFSNBRIELL |d KEH RRTENSVAEENASGIPEIIIGDLQILPDAFVA
HV] E
H
I %

RPPVIMLSSKDGLFDKAKGR VGSDEYLTKPFSK ELL ATKpNHV/ZJaiuy E[N A
)y PVIMLSSKDGLFDNAKGR VGSD YLTKPFEFSK EL LA I L H VST
..... *x Xk

KKRCTEVEL THREFELLHHLATHTCQV TREHLLETVWCYDYFCDVRTVDVTVRRLREK I EDTPSRPEY | LTRRCVEYY
KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKTEDTPSRPEYILTRRGVGYYM

KSYD

KSYD 235
135
127

X non conserved
B similar
i >50% conserved

151
135
127

231
135
127



