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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 988491 AAG689 RS17015 WP 406622994.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 988491 AAG689 RS17015 WP 406622994.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEV...QKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVD 394
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQV...QAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLD 394
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETD 63
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPE 63
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTS 63
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MA.L.....ATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLD 71
NTDB id 1110 NGFG RS09235 WP 003689817.1 .................MSVGLLRILVQNQVVTVEQAEHYYNESQ.AGKEVLPMLFSDGVISPKSLAALIARVFSYSILD 62
NTDB id 988491 AAG689 RS17015 WP 406622994.1 ...MAAVGTPQKESPSIALPGLARALMSVGKLSQKSAEDIYKKSQTSRTNFIAELTGSNTITPSDLAHTVSAIFGAPLVD 77
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAFTTPP......KFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLD 71
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSALHTSP......KFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFD 71
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NTDB id 1028 TT RS08215 WP 011173991.1 PEEDPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERF 474
NTDB id 1306 DR RS10060 WP 027479822.1 PIQNPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERY 469
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LSRYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRL 138
NTDB id 1293 VP RS12240 WP 005479695.1 LSQYEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRL 138
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LNQYEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRL 138
NTDB id 1251 GCO85 RS07725 WP 011946523.1 INCIDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNL 146
NTDB id 1110 NGFG RS09235 WP 003689817.1 LRHYPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWV 137
NTDB id 988491 AAG689 RS17015 WP 406622994.1 ISAIDPLRIPKDLLDAKLCQAYKVVALNKRNNRLIVATADPTDQEAAEKIKFTTQ.....MGVDWIIAEHDKLIKLIDAT 152
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LGVFDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEH 146
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LDVYDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQH 146
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NTDB id 1028 TT RS08215 WP 011173991.1 YGKAELSEIAKEFAK.................KQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDV 535
NTDB id 1306 DR RS10060 WP 027479822.1 FGEKGFEKLNKELAE.................RNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAV 532
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YGRSIQGAA......NQGKEISQDELANLVKV..SDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQY 210
NTDB id 1293 VP RS12240 WP 005479695.1 YGRSLSHEK......SGLKEINQEELASLVDV..GADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMY 210
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YGRSLGQEK......SGLKEINQDELAGLVDI..GEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMY 210
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LTAKESQGLSEYVEDSGDL..EGL....EIS.ADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREY 219
NTDB id 1110 NGFG RS09235 WP 003689817.1 GSRSTSL.L.QELGEGQ...............EEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNA 200
NTDB id 988491 AAG689 RS17015 WP 406622994.1 SKSVSET.L.DTITSGGDFEFDDIPVE.......EASESNEAATTEVEDAPIVKFLHKMLLDAFNMRASDLHFEPYEHHY 223
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FVE............ETHFNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSY 214
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FAE............ESSFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSY 214
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NTDB id 1028 TT RS08215 WP 011173991.1 QVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKK 613
NTDB id 1306 DR RS10060 WP 027479822.1 KVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQK 610
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RIRLRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDS 289
NTDB id 1293 VP RS12240 WP 005479695.1 RVRLRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDS 289
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RVRLRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDS 289
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RIRYRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDS 298
NTDB id 1110 NGFG RS09235 WP 003689817.1 RIRFRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNS 280
NTDB id 988491 AAG689 RS17015 WP 406622994.1 RVRFRIDGELREIASPPIAIKEKLASRIKVISRLDISEKRVPQDGRMKLKVGP.DRVIDFRVSTLPTLFGEKIVIRILDP 302
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RVRYRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDP 293
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RVRYRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDP 293
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NTDB id 1028 TT RS08215 WP 011173991.1 ASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNP 693
NTDB id 1306 DR RS10060 WP 027479822.1 ASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNN 690
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQP 369
NTDB id 1293 VP RS12240 WP 005479695.1 SSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQP 369
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQP 369
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINP 378
NTDB id 1110 NGFG RS09235 WP 003689817.1 DAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVND 360
NTDB id 988491 AAG689 RS17015 WP 406622994.1 SSAKLGIDALGYEPEEKERLLHAIGRPYGMILVTGPTGSGKTVSLYTCLNLLNKPGVNIATAEDPSEINLPGVNQVNVNE 382
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNP 373
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNP 373
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NTDB id 1028 TT RS08215 WP 011173991.1 QAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLS 773
NTDB id 1306 DR RS10060 WP 027479822.1 STGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLA 770
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIA 449
NTDB id 1293 VP RS12240 WP 005479695.1 KIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIA 449
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIA 449
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIA 458
NTDB id 1110 NGFG RS09235 WP 003689817.1 KQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMA 440
NTDB id 988491 AAG689 RS17015 WP 406622994.1 KAGLTFATALKAFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRMRNMGIAPFNIASSVILITA 462
NTDB id 1018 ACIAD RS01685 WP 004920473.1 KVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIA 453
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIA 453
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NTDB id 1028 TT RS08215 WP 011173991.1 QRLVRRVCEHCKVEVKPDPET.LRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSA 850
NTDB id 1306 DR RS10060 WP 027479822.1 QRLVRRVCSECKQPTNADPEV.LRRLGISERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPA 847
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QRLARRLCKHCKIAVRPSALL.QSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASI 523
NTDB id 1293 VP RS12240 WP 005479695.1 QRLARKLCPYCKQPQEHTVQL..QHLGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASV 522
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QRLARKLCPYCRQPQEPNSQL..QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASV 522
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNS 535
NTDB id 1110 NGFG RS09235 WP 003689817.1 QRLLRRLCSSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTE 519
NTDB id 988491 AAG689 RS17015 WP 406622994.1 QRLARRLCPNCKAPADIPHET.LLEAGYREEEID.GSWVTYKPVGCSACN.NGYKGRVGIYQVMPVSEETQRIILRDGSA 539
NTDB id 1018 ACIAD RS01685 WP 004920473.1 QRLARRLCSQCKRPIQVPERS.LLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNA 531
NTDB id 1058 ABD1 RS01615 WP 001274986.1 QRLARRLCSQCKIPADIPKQS.LLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNA 531
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NTDB id 1028 TT RS08215 WP 011173991.1 TEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 AEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 HELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 HELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1110 NGFG RS09235 WP 003689817.1 VGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 988491 AAG689 RS17015 WP 406622994.1 LEIAEQAR.LEGVRSLRESGLHKAKIGLTSLEEVLAVTNE 578
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
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X non conserved

X similar

X ≥ 50% conserved


