
logo

MKSMRHL
M
L
N
K
M
M
A
N
K
A
K
N
R
M
Q
T

A
L
R
V
MQKGFTL I ELMIV I

VAIVIG I LAAVIA I
LPAYTQDYTI

A
VRSANKQRAVASTAEAGFILAIKLSTEAL ITAGTADESPQGSGLMPQAQKI

A
L
T
S

D
G
L
T
A
F
L
V
E
G
T
S
A
Q
E
W
A
T
Y
N

F
R
I
Y
A
Q
I
A
L

D
T
N
D
E
G
R
A
H
N

Q
N
G
I
K
S
A

D
F
T
W
L

G
L
V
P
E
K
M
N
S
A

D
G
L
N
V
A
T

T
A
N
S
A
T
A
L
K
V
P
T
A
Q

G
P
A
F

NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNT.... 69
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NTDB id 988455 AAG562 RS19705 WP 003281200.1 ......MKAQMQKGFTLIELMIVVAIIGILAAVALPAYQDYTVRAKVTEGLSLAGSAKAAVSENAANG.....A....PF 65
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPAT....QA 67
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NTDB id 1109 OK783 RS10670 WP 157147416.1 .........SAGVASA.STIKGKYVQKVEVA.....KGVVTAQMASTGVNK......EIQDKKLSL.........WAKRQ 119
NTDB id 1119 NGFG RS11465 WP 017147169.1 .........SAGVASPPTDIKGKYVKEVEVK.....NGVVTATMLSSGVNN......EIKGKKLSL.........WGRRE 120
NTDB id 1191 AAC28468.1 484..945( ) NVIFDSANGL..........DGKYFAPGGVTV.TPDTGAINIAFDAGANAGKTMTITPT................VIAAS 127
NTDB id 1197 PSJM300 03940 AFN76866.1 ...TDEGY.......IGITDSTSYCD.V..DLDTAADGHIECTA....KGGN...AGKFDGKT............ITLNR 117
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVK..VTEASPWDITVAISATEANGI...PTGLDGNTIRLFPLVNKAV.PAATS 147
NTDB id 1424 RS RS02795 WP 011000517.1 ......GSS.....VFT...PTKNVANLTIAGTGTVPGQITVTYTTAAGGGTLALVPTAAG..........TALPVSSAP 130
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S...TAGSSCVGVQEISASNATTNVATAT..CGASSAGQIIVTMDTTKAKGANITLT...................PTYA 124
NTDB id 988455 AAG562 RS19705 WP 003281200.1 ....NSGWTAPG........ATSNVESIA..ID.ETTGAITITYDAAIDGGATLILTPVDGEAATGTALAGTDTASTIPS 130
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ....ATGYVSPA........ATPNVQSIA..IG.A.NGVITITYTAAAGGGTII.MTP..................TLQA 112
NTDB id 1274 LPP RS09530 WP 011214168.1 ....ATGYVSPA........ATPNVASIA..IG.A.NGVITITYTAAAGGGTIV.MTP..................TLQA 112
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