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NTDB id 988113 AAB158 RS18175 WP 342614230.1 MLKPKTRWNLRTADENKVAVLAEELHITPLVAALLVNRGLDTIESARSFLFVKNQTFHDPFLLKDMDKAVYRIKEAIQNG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! * *! !! ! ! !!!!!!!! !!! !! !! !!!! !!* ! !*!!! *! ! ! !!! !! *
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NTDB id 988113 AAB158 RS18175 WP 342614230.1 EKIRIFGDYDADGVTSTTVMMTALTRLGADVDFYIPNRFTEGYGPNPMAFRLAAEQGVKVLITVDTGISAVDEAKLAGEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!! !*!!!!!!!!!!!*!!** ! *! ! !!!!!! !! !!!!!!* !!! ! ! **!!!!!!! !!*!!!*! !!
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NTDB id 988113 AAB158 RS18175 WP 342614230.1 GMDYILTDHHEPGPELPEALAIIHPKLEDSSYPFKELAGVGVAFKLAHALLGELPEDLLEIAAIGTIADLVPLQGENRVI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*! !*!!!!!!!!!!!* !!*!!! * **!!!!!!!!!!!!!!!!!!!!!!!!**!!**!!!!!!!!!!!!* !!!*!
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NTDB id 988113 AAB158 RS18175 WP 342614230.1 AAKGIEQLRLTRRPGLVALMKVANVQQEALNEESIGFAMAPRINAVGRLGDADPAVDLLMSQSLEEATELANEINDINKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !*! !! ! !*!! !*!* !!!**!! *!!!*!!!!!* !!!!!*!!!! !! !!! !! *!!!

logo RQEKMVASKTMATDEEAIAEEMVEEQNQGYLPPEDSNQGTAVI
L
I
V
I
V
A
G
K
R
A
EGWNAPGVVGIVASKLVDERFYRPATIVLGS IYDEREKGI

LAKGSARS IARGFDNLF
NTDB id 988113 AAB158 RS18175 WP 342614230.1 RQEMVATMAEEAIAEVEENYPPESNGVLIIGREGWNAGVVGIVASKLVERFYRPTIVLSYDREKGLAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
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NTDB id 988113 AAB158 RS18175 WP 342614230.1 QSLSACREMLPHFGGHPMAAGMTLKIEDVQELRDRMNLIAKEQLNEEDFTPITNLDGATTLAEVSIQTIQEMSLLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!! !!**!!!!!!!!!!!!!!!! !!!**!! !*! !! ! !!!! !* *! * * **** *! !! *! !!!*

logo

L
TNPKPHKI

VL IVDENSAVQVLESDSVRKIGANKQNTHLVKMVQTI
L
E
R
D
N
GENSHSKQLDCGVGFGNKLGEHFLQVDEEGIAVPGHASER I

VS IV I
VGELMS INEWNNMRKKPQI

L
F
M
I
V

NTDB id 988113 AAB158 RS18175 WP 342614230.1 TNPKPKILIDSVQLSSVRKIGANQNHLKVQLEDGENHKLDGVGFGLGHFVDEIAPHAEVSVIGELSINEWNNMKKPQIFV 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRN.ESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
consensus !!!!**!** ! !!!!!!! !*!* * *! * !!*!!! !* * ! !* *!**!!*!!!!!!! !!!!* *
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NTDB id 988113 AAB158 RS18175 WP 342614230.1 QDVSVNHWQLFDYRGKGQAEKWLADIPVQNRMIVIFSEDIYRRYPFLQNHPDLVHIKNELDAEQLDCFEGHLAFMDMPPS 640
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
consensus ! ! *!!!!! !!! ! * *! ! !! ! !! * ******! ! !* *** *!*!!!
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NTDB id 988113 AAB158 RS18175 WP 342614230.1 REYLKRVIANKNPSRIYAHFSHEQDHFLSTMPTRDHFKWFYAFLAKKGPLDVKRYGDDLAKYRGWSRDTVDFISKVFFEL 720
NTDB id 354 BSU 27620 NP 390640.1 LDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDL 717
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NTDB id 988113 AAB158 RS18175 WP 342614230.1 DFVTIENGLIMLTTNAKKRDLSESESYTRKKEQFELEQELVYSSYQQLFDWFNYYLVHEATDLEEETKQWI 791
NTDB id 354 BSU 27620 NP 390640.1 GFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT.. 786
consensus !! !!!!** * * !!!!!!**! *! ! !!*! ! !!! ! *! ! * ** ! * **
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