logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1227
1384
1366
13565

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
CJJ81176 RSO7050 WP 011812800.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1

1168
1401
1293
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1227
1384
1366
1355

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS07725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
CJJ81176 RSO7050 WP 011812800.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1

1168
1401
1293
1110
1251
1018
1058

consensus

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

<L | CDERLCAALLD=C»LDesLQRALERH=EV =LASVLYD = EERIASAIESS=EC I PLVeE LAV E Vs sEX

MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

= v EREkAKE LA N FALSee < RVAEREYBRN L2 ESYEaevEDS - CEsYENPYQAU me s CAYAKHY PELCLeYy = X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWATIATHYPELGLEIVVPSGA

~ 00

[eNeoloNoNoNoloNoloNooNoloNo o]

o

158

-
()]
S|

[eNoNoNoNoNooNoNoNoNoNe!



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1227
1384
1366
13565

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
CJJ81176 RSO7050 WP 011812800.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1

1168
1401
1293
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1227
1384
1366
1355

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
CJJ81176 RSO7050 WP 011812800.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1

1168
1401
1293
1110
1251
1018
1058

consensus

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS07725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

' LR=DALR»-AVPYsESe==VEeVir e SDPREEeERYR=L v MRPxXSEYLXEPESRWEEL s ESEXYPQE~YRLGCExLVQEG=LSR

LLLLRSDALRYGAVPIGFONGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

237
237

[eNeoRoNoNoNoloNoNoNo oo

w

317

w
[
\l

[eNoNoNoNoNooNoNoNo ool



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1227 CJJ81176 RS07050 WP 011812800.1
1384 A4U84 RS08525 WP 010787006.1
1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1
1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1227 CJJ81176 RSO7050 WP 011812800.1
1384 A4U84 RS08525 WP 010787006.1
1366 NTHI RS01950 WP 011271972.1
13556 HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1
1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

LeEal 20rAratiESNE viFLv%EthPéEsﬁ‘

EALKEALEVQKGLPRAKPLGEI
DQLREALQVQAREGKVKPLGEYV
................................. MESR,

SSSSKKSRAVALRNYFSPFGNKIVAGGHVDAEQLRQA VQVKKTGRS
L

.............. MLTNLSTVI#SRQAGILTFSQEESL
.............. MHSNLSTIBRQKGLLTFSQEESL

.............. MLTNLVAILRQAELISATQEQAVITQVSASGTS

...... MSALHTSPKFTGFFRRIBVEEKHVSAATMQTA
*

. Y
= \;;{’E ! \L/, = bDLBIi?IDYé N £ ‘L t\ll?ku‘?g LJiB ( L LHE,%
VDSVDPEVAPIATQQMAELIGRFFPLDT RJ3# KF P

YPYVPEEDPPD. .. .. PGAPLLLPEDCRI
YEFLDPIQNPPD ..... PKVALMIPEATARJ:#

NFCNLHFVDLDED ..... DFIYEGIPFSIH .IKNN..
........ ISPS.....RWQKNCEEKQL QETE. .
........ ISPD.....LWERNQQQQSP® KEEN. . .
........ ISPD.....LWERNQQQQSH

1B LPETELSRYDYA ..... NLCQQLGLREMBTIMD ABGEAKQG . . .

SVF LSCTSLNQYEYA. . ... SLCQTLGLRDIMITRHN ABBNRTS . . .

SI|MLSQPELSQYEYA. . . .. SLCQQLGLREMBTRENABIMHRTP. . .

RVIGSYSILBMLRHYPRH. . . . . RVLMGVLTEEQMVEBHCMMFRRG . . .

QN/J@VPMLMINCIDVG. . . .. TIPVNLVNEKREKRHAVMMINFSRG . .

LE)MEPLLMLGVFDPA. . . .. LFLKDKIDEKIMQEMR IMBVHRG .

AEF EPYFILDVYDTS. . ... QIPKDLVDQKMILEHR IBIMIQRG . .

E"%xﬁé;\rﬁyﬂg PR

VELGLARPEDVEEABQKQRRGGGR|
TELGFASPDEVDSABQKQNVGGGR,|
...... DK.

EQVKASGIS
EQVKASGIS
.............. MSVGLLRIJBVQNQVVTVEQAEHYY.NESQAGKE|
...... MALATEEYRLQGIGQLISVLEKLLDKTKAIELHKLAAAEKIS
...... MSAFTTPPKFSGFIRRIBVEEGYVNAQNMQQABMEKAKKFKQD .
DAAKRAKQDTVAY|RRE .

*

QQEGDPP
GVFIJHRLEG. .
RLQG. .

'Sbv§¢£Y§ L N ﬁﬁi?
PEE KAVTGRE SPEL RQYKKNQL FEBK
EDT)MMQ . . SGKMRPEABAQ. ......... AMA
EDTIMMQ . . SGKESPEMBAR. . . ... .... SEA
FQAY@D . .NEISLDEICTKFNITSWDFFKK§A
....HSQ..YTI..... CEQ.......... QTE
e TS..YALIHTQRITA .......... QNG
....MTS. . YALBHTQRMTA.......... KNG

.LSIFHAQERTE.......... QS
. .SGFFQSHERTE. ......... HES
. .SGFFTSSEBAE. . ........ HES
.DGVMSPKSHAA. ......... LEBA
. .NKIBSAEQEAL.......... TAA
.NFSWSPLTMAE. ......... IES
.EVHESPSLBAE.......... THS
* *

RL AVSD TNL AEP% ETEAT kg

L.NRILRVKG..

L A VDPD
. NRISVELMK IR LAL D. VRLALKRKGLNYE
. NS)#
.DGFM
. HK)®W|

\ ‘A |SDPJt IALBD . LXLIEG. .. ..
ELL QVKTFMIC

FAFM

IRSKIZCS

CIARIEG. .. ..
IAFI .....
..... LQ
RFA G ..... LQ
FRIZARG. . . .. LQ
.TVSAAG ..... IA
.TNRYBNTDISSKQASLKE . IQIHEG. . . . . LN
. HVIRYMRAT SINARBNE MIA.IRFN K..... LK
CQIMYRRNTSERESIMRENNTBIA . TRIGNBK . . . . . LL
* * % *

128



logo \/ V
VELXHXEEQEILZ%H%@ﬁE seFiELse o pELext . Yo EV’éEQEQEE‘%EPEr@DBEA ¥§£\1/
NTDB id 1410 SGL RS13950 WP 010873519.1 RR] TQDDFNQMEEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDA QAEINL
NTDB id 1028 TT RS08215 WP 011173991.1 APANATEAARTKIBEERFYGKAELSETIAKEFAK . . . o o v v i e et e e e e i e e e e KQAEEEV. .PSPLELDESAAQ
NTDB id 1306 DR RS10060 WP 027479822.1 LPA AEKDEIRIMBERYFGEKGFEKLNKELAE. . . . . o oo ot e e e e RNKTQQSQEADLSVA SARVQV
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 TA ELKBAKEEBNQWRIQEEIK. ............. RLST............... KLRLEWQENHKRDBJQSCHESQIF
NTDB id 1384 A4U84 RS08525 WP 010787006.1 P ASDEIRK Y S SPEQQPIYE. . .. . e ESELAFVEQEQEQLNLND IQL
NTDB id 1366 NTHI RS01950 WP 011271972.1 P SSQEKE TPHQMQVEE . « o o v e e e e e e e e e QVKFYQHQETHFEQEEE IRL
NTDB id 1355 HI 0298 AAC21962.1 P SSQIRKEIR TPNQMQVEE . . . . .o it e e e e e e e e QVKFYQHQETHFEQEPBE IRL
NTDB id 987229 AAFQO7 RS12670 WP 0756708 22. 1 . . i it ittt e et e e e e e e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e MDITHSATE
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ASLABABHRAIMQAA YGRSIQGAANQGKEISQ...DELANL...... V..... KVSDDELQSIEDLSQ S
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ABFREIMTAA YGRSLGQEKSGLKEINQ...DELAGL...... V.o.... DIGEDEIENIEDLSQ| S
NTDB id 1293 VP RS12240 WP 005479695.1 ABFREIRSTA YGRSLSHEKSGLKEINQ...EELASL...... V..... DVGADEIDNIEDLSQ| S
NTDB id 1110 NGFG RS09235 WP 003689817.1 DDQI®AG GSRSTSL..LQEL.......... GEG...... Q..... EEEESHTLYIDNEEA P
NTDB id 1251 GC085 RSO07725 WP 011946523.1 TDK|¥S A LTAKESQGLSEYVEDSG.DLEGLEIS...... A..... D.DEDQDIDTATSVTI V|
NTDB id 1018 ACIAD RS01685 WP 004920473.1 \i HDKIMERISBSEHFVEETHFNFDTE. . .EL.D...LDVE...... V..... DPHTTDDDDEDDKLK]bJ V|
NTDB id 1058 ABD1 RS01615 WP 001274986.1 \' HHKINEK GQHFAEESSFDFNDE...EF.D...LDVN...... L..... DGPTAQEDEEEAPQG|) V
consensus kok  kokokok % k% X k% okk okok
L s otesn it
NTDB id 1410 SGL RS13950 WP 010873519.1 AR K DICABRN QAFDPLIFRK ..
NTDB id 1028 TT RS08215 WP 011173991.1 YSTLIZKGALNA E..G
NTDB id 1306 DR RS10060 WP 027479822.1 .QNSFIZKGAAQQ K..GS
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 .FAIFEKDEMYEA ..
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .YKSLSIQ A
NTDB id 1366 NTHI RS01950 WP 011271972.1 R R .QPLISKIFAN}# aDICIFQFETTE . S
NTDB id 1355 HI 0298 AAC21962.1 RISR! IADICE QFETTE . S
NTDB id 987229 AAFQ97 RS12670 WP 075670822.1 RINR IHADIEOFNWSYHE . .
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RIRR[®DG L\AMR LBLSR.D
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RIRR[®DG LSRN PQDGR | R IR EE))
NTDB id 1293 VP RS12240 WP 005479695.1 IMLIACHICERRT E . LELNQ.D
NTDB id 1110 NGFG RS09235 WP 003689817.1 RISR DGE]L IADIGIMOLTFQKGG
NTDB id 1251 GC0O85 RSO07725 WP 011946523.1 R R@DG INHE . PQDG MBISK.S
NTDB id 1018 ACIAD RS01685 WP 004920473.1 . PQDGR | "IN JURY S
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .IANPIHLQ PAQDGR | IR MY

consensus

* % kokk Pl s % T EAEIERETY * * * %k * k Pk bk DD skkx

237
511
508
153
121
126
126

186
186
186
176
195
190
190

315
588
585
230
199
204
204

264
264
264
255
273
268
268



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1227
1384

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
CJJ81176 RSO7050 WP 011812800.1
A4U84 RS08525 WP 010787006.1
1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1
1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1227
1384

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
CJJ81176 RSO7050 WP 011812800.1
A4U84 RS08525 WP 010787006.1
1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1
1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

Gl

DRI BB

GEK
il GEK
GEK
GEK
GEK
GEK

VLR

DEIRVSTLPT
DNIRVSTLPT
DEIRVSTLPT GEK
DFRVSTLPT GEK
DFRVSTPTGEK
DFRVIy LPT GEK
DFRVW] LPT GEK

dokok Dokokokok Dok | D kskokox |

TGt e

K TQTEEDPVEYE IZG I N QpN
I

KT TN

MW EIELDGI
NITAEDP ET|ALIGIpS

| JIEDPVE PLKGINQ
BTAEDPVEINLSGINQ
BMTAEDPVEIMLIZGINQ
BMTAEDPVEINLBGINQ
INTAEDPREIIYLIXGINQ
BTAEDPVEIIN I¥GINQ
BTAEDPVEINLI®RG NQ

S TAEDPVEINLIAGING
Tk % % kel

LgNKAA |- :

VLRAQQNKPVE

Q NP G

* % kK ok K %

QKNKPTSFDFLQ

* * * |

sara KNI

QVNP[FAG
EDP Ejgd 13GIfQE QVNNSTG

NPQEQTTLLNAMK Qe[EL

\BRIAQQNKPVEMSF AEIREMTENNQQA QRSLSQPQGLIL
LSFSE MTEN[RQQA

QRVINS QI ]
QPSHLTLLKK YN LiafelTudR
NPQEKQLELN ARKEIGEaN
SDS[KQLELD AR BRI RSR
SEQMKQLELEAMREIEAEN
EPFMKKLLLEAMHES YRS
NPVARTNELKABQRREESA
EPEMKALEME AN GBS
EEDMK ALBMEAWMD
* * *

PQGM L
[

INEENHALREFLRODPDIIMVGEIRDSETAINT ApR2A AISTGHLV
WEISIALRINFLRQDPDII[JVGEIRDNETAJYI A
INFNERILRIFILRQDPDIIM GEIRDJIE [l
DIEMMRLR FLRQDPDIIM GEIRDIRE Al A
DFRJAALRIAFLRQDPDIIM GEIRDJIE ARITA
DIENARLE FLRQDPDIIM GEIRDIRE ANITA

S| FiNgNL RINALRODPDI IMVGEIRD[NEJT A

VNBKEG WFE¥AAL
NPKE

VNPK G INFEWAALR

VNPK G WWFEWAAL

Iy

FLRQDPD MVGEIRDI|RETA
FLRQDPD MVGEIRD|® TA
FLRQDPD MVGEIRD|® TA
FLRQDPDIIMVGEIRDIRETA
FLRQDPDIIMVGEIRDIRETA
FLRQDPDIIMVGEIRDIRETA

FLRQDPDIIMVGEIRDWMETA
FUTRIL wxk

¢
TGPTGSGK T
TGPTGSGK |3
TGPTGSGK |3
TGPTGSGK f
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK
TGPTGSGK

T sl 1Sk

TLHTN|JAE
IMAAIRTGH VL TLHTNBAIY
KA |RTGHL LSTLHTNNAIS
A QTGHLVLSTLHTNBAIN
AAQTGHLVLSTLHTN|DARS
AAQTGHLVLSTLHTN|DARS
KAAQTGHLVLSTLHTNHAHN
KAAQTGHLVLSTLHTNSAL
KA QTGHLVLSTLHTNSAL
KA QTGHLVLSTLHTNSAL
KAAQTGH VESTLHTNNA)Y
KAAQTGHLVLSTLHTNSAL
KAAQTGHLV STLHTNRJAL

KAAQTGH V STLHTNEAM
Dk bes DD Lokkr LDILL |

IA

395
668
665
310
279
284
284
167
344
344
344
335
353
348
348

475
748
745
390
359
364
364
247
424
424
424
415
433
428
428



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1227
1384
1366
1355

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
CJJ81176 RSO7050 WP 011812800.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1

1168
1401
1293
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1227
1384
1366
1355

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
CJJ81176 RSO7050 WP 011812800.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1

1168
1401
1293
1110
1251
1018
1058

consensus

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

MLl VE* |A5 AQR\_ R ) g FaePre
ARLDEMG EP M SGSLLGV A R CTEC IAY HPSKEELSRF LSASGDEVVTFYKANSLSPDEIHLARQK
RO EHG®IAVEYV . KPDPETLRRIEBELSEARTIQ. .G. . ... .. ... .. ARLYK

R ISER IR G ............. ANLMR

ORGP WOHIQKSKKHY .. ... . MEF........E............. GEFFE

R L CY i C - [T 2

NG D KM G GN L . . . . . . .ttt e e e e e e e e e e e e e e e

R L G G €

I QRL RELCEIICKIXGRI P HENINKEMIET . . oo ooeennn.. PNWQ

IVNAARA NG K HOAT AV . RPSALLQSQF@FQPNEIL . . . ... ........... YEAN

WA AP Y[MBQPQ . EPNSQLQH . IETANTEQI. .. ... .o FQAN

AIVNAARA ORGP Y[@QAQOPQ . EHTVQLQH. IQTTENI................. FRAN

INAAREIRING S SMMOEVERPSASALKEMEFTDE Do WKLYR
INGNQ@YAVRDDFTNQGLIE FKEA N LKLYK

SHNIRAVNAGARARING S O@SRPI . QOVPERSLLEMEFTPEBLAQPE. . . . .. .. .. ... FQIFE

SN I AN )N A ReS QAT PA . DIPKQSLLEMEFTEQBLAHPD . . .. ... ...... FRVFQ

[ * %k kkk kkk kok o b bs skl I % * *

axdoeR BoE Y‘é RLM@ZL?&%FEﬂ% EHAR aﬁiﬁ%/\; &

GR MMAMR NSERMAELJS TTD . - FTDT

ER(®GG T{eN'@ed:] YN H|ABN YV VDDEMRHAMVAGKSATE KEIAR RK[EMK ..
PR[®G G T(eage enH VMDDSERRTINGAGRPAAEMRD VIALGES[¢LR ..
ER@HHSERFERIELIMAJNCEE INEDBACAMRENQDKTIBMELK . KY[EFQ R
............ FDKQTA YLDFS DEAULGYE .

.................. QTDFEN EIAULGKNS

QERJLYF . .
QEAJLYF . .
QEAYLYF . .

TANTND. .

AEAPMMQRASTIHQ
SEABRTKGASVHE
SEABMIKGASVHE
QRVEMNNGTEVG
GQLEMSGGNSLD TVD. .
SKIMMEDGNALE . TSE. .
SKIMMEDGNALE .KL[GFNN| TSE. .
* * ok * * % | *

Poskosk bl skoskoskokok

554
812
809
443
399
404
404
306
486
485
485
481
498
494
494

633
889
887
519
461
464
464
366
562
561
561
558
574
570
570



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1227
1384
1366
1355

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
CJJ81176 RSO7050 WP 011812800.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

987229 AAFQ97 RS12670 WP 075670822.1

1168
1401
1293
1110
1251
1018
1058

consensus

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS07725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

GLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS

X non conserved
B similar
> 50% conserved
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