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NTDB id 987011 NYE63 RS09150 WP 307262640.1
NTDB id 124 BSU 16930 NP 389575.2
NTDB id 462 GPW51 RS00385 WP 012774894.1
NTDB id 412 SMU RS09535 WP 002262393.1
NTDB id 170 SP RS09755 WP 000642718.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAINFSGUSSIFKGGFVTYS
NTDB id 280 KZH43 RS08670 WP 000642700.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAINFSGUSSIFI®GGFVTYS
NTDB id 205 SPR RS08830 WP 000642700.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFRAGGFVTYS
NTDB id 239 SPD RS09270 WP 000642701.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAINFSGUSSIFIRGGFVTYS
NTDB id 538 SMSK321 RS11060 WP 000642686.1 SLRDLCYGYGEE.SLASIVVEELK QGKTIWAAESLTAGLFQATVAWFSGASSIFKGGFVTYS
NTDB id 510 SM12261 RS08320 WP 000642690.1 LDILENQILEIQTFEG
consensus kokk Dsksk | skk skkskskkkokokkkkk | ko b1 skoskok sk ok ok k *kkk |k | [ kokk  kkkokoksksk Dok ] skskkkok
logo
: 455 10t e Tk Aeosbr O ST UG DSLE R s
h =KV Ve (=3 xhLse .(e. \/»VLIK DﬁgL/\H /\NDRnKAé
NTDB id 987011 NYE63 RS09150 WP 307262640.1 INGMSDDTHMIS GECMES VLD D] VeaRSIFNeA NI E ()| el AN RATHNCNS Y R DN THF|YELNL
NTDB id 124 BSU 16930 NP 389575.2 GMKKET|BBRE[¢A KECASELAKGVQKLTGSDIGISFTGVAGPD NEGHIBYGEIVEIG L GK.E EFHF
NTDB id 462 GPW51 RS00385 WP 012774894.1 G
NTDB id 412 SMU RS09535 WP 002262393.1
NTDB id 170 SP RS09755 WP 000642718.1 LEEKSRMLDIPBKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
NTDB id 280 KZH43 RS08670 WP 000642700.1 LEEKSRMLDIPIKINLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
NTDB id 205 SPR RS08830 WP 000642700.1 LEEKSRMLDIPRKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
NTDB id 239 SPD RS09270 WP 000642701.1 LEEKSRMLDIPBKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
NTDB id 538 SMSK321 RS11060 WP 000642686.1 LEEKS MLDIPUKDBLEE@MGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPINGTVFIGLAQ l
NTDB id 510 SM12261 RS08320 WP 000642690.1 LEEKS MLDIPWKPLEEMNGVVSEFTAQKMAEQARMKTQSDFG SLTGVAGPDSLEGHPE\GTVFIGLAQ
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NTDB id 987011 NYE63 RS09150 WP 307262640.1 410
NTDB id 124 BSU 16930 NP 389575.2 416
NTDB id 462 GPW51 RS00385 WP 012774894.1 393
NTDB id 412 SMU RS09535 WP 002262393.1 418
NTDB id 170 SP RS09755 WP 000642718.1 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 418
NTDB id 205 SPR RS08830 WP 000642700.1 418
NTDB id 239 SPD RS09270 WP 000642701.1 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 . 418
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