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NTDB id 986979 MHB48 RS13010 WP 342598463.1 ....MTSEMNNEKQFITGRPIVSIFHNPQNLFSIIKLKVKSTNTTYPDKEIIVTGYFPSLVLEEAYKFTGLIKNHPKYGV 76
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ***** ! *** ! * !*!!* !!****!*!! ! *!! * !!!!!! ! !! ! ! ! ! !!!*!*
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VPKRLGSEKDKKAKDQTLARAGAVLEQQRHNLQG
NTDB id 986979 MHB48 RS13010 WP 342598463.1 QFQVETFQKEVPATEQGIVHYLSSDMFPGIGRKTAEQIVKKLGQNAINKILDDPAALDVIPKLGEDKKQTLRAVLEQNLG 156
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!! !*! !!*! ! !!**!!!!!*!*!!!*!!!! !!!!!! !!!!!! !* ! *!*! ! !! * ! * !
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NTDB id 986979 MHB48 RS13010 WP 342598463.1 LEKVMIQLNEWGFGPQIAMKIYQAYREETIVVLTKNPYRLIEEVEGVGFVRADELGYKLGIQGNHPDRIKAAIYHLIQSA 236
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !! *!! !! *!!!!!* !!!!!!! !!* * !!! !* *!!!*!! *!!!!! **!* !!!!*!*!!!! * * *
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NTDB id 986979 MHB48 RS13010 WP 342598463.1 SLSEGHVYMYAEQLLESVKRLLESAQREEIPFEA..ITKCCIELSEESRIVGEVNRFYIPSLYFSEVGISSKIETLLGEN 314
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus *!!!!! !* !!!* !! !! * ** **! ! ! !! ! !*! !!!** ! * ** **
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NTDB id 986979 MHB48 RS13010 WP 342598463.1 DTHHKFPLAEMKKHLGGLEERLGVQYAATQIKAIETALNSSITLLTGGPGTGKTTVVRGIVELYAELHGLSLDPKEWAKD 394
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 986979 MHB48 RS13010 WP 342598463.1 KKPFPVVLAAPTGRAAKRLSESTELPAMTIHRLLGFTGQEDA.DVEGKEIEGKLVIIDETSMLDTWLGHQLLKAIPKDAQ 473
NTDB id 355 BSU 27480 NP 390625.1 .EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 986979 MHB48 RS13010 WP 342598463.1 VIFVGDQDQLPPVGPGQVLKDLLASKRIPTVELKDIYRQSEGSSIIELAHDMKKGSVPSTLLDKTRDRSFIKASAEQIPK 553
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus *! !!! !!!!*!!!!!!!*!!!!! !!!! ! !!!!! !!!!!*!!!! !! ! *! ! *!*!!!!!** * !!*
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NTDB id 986979 MHB48 RS13010 WP 342598463.1 VVEQVLKSALSKGHSIRDIQVLAPMYRGPAGIDALNKMIQEMVNPNTDGKRKEMVFGDTIYRIGDKVLQLVNQPESNVFN 633
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 986979 MHB48 RS13010 WP 342598463.1 GDMGEVVSIFKAAETVEKKEMLVISFDGNEVTYEKNDLNQITLAYCCSVHKSQGSEFQTVIMPVTRSYMKMLRRNLLYTG 713
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!*!!* !!! ! ! !! *! !*!!!!!!*!* ! ! !! !*!!!!!*!!!!!!!!* !**!! * ! *!!!!!!!!!*

logo ITRAKKNFL I LCGEEPEAVFLEKFWGVEKNRNTDADLTQVRLQTSTLKNRLSTVQREVDEELMSDEAEEQLSEAI LVKEDSTEVLVEATYLQKTAEDLNPFYHSLVHIDAPLNIGMEN
NTDB id 986979 MHB48 RS13010 WP 342598463.1 ITRAKNFLILCGEPEVFKFGVERTDDLQRLTTLKNRLTVREDLSEEQSEIVKEDSTEVLVEATYLTADNYHLIDPLIGMN 793
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEAL.............QKELPFSVHDANIGME 785
consensus !!!!! !!!!!!!*! *!! ! ! !*!!!!!*! * * ! ************** *****!* !!!

logo GITPFYDQFLMDKAEDENQQ
NTDB id 986979 MHB48 RS13010 WP 342598463.1 GITPYQFLDADN. 805
NTDB id 355 BSU 27480 NP 390625.1 GITPFDFMKEEQQ 798
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