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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 986974 MHB48 RS10860 WP 342601357.1 .MINRIVLVGRLTKDPELRYTPSGVTMARFTL.........................................AGGEGRI 38
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGERE..ADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDRE..ADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
consensus **!***!*!!!**!***!!***! *** !*** ** ** * ** * **** ** ******* *****!!*

logo QSTGRSKNYEQNGKQQDGKIQERDRVFHYTTAVYTEDI
V
D
Q
V
V
A
D
E
N
N
E
S
F
V
M
S
K
Q

L
F
M
I
LGEPQSGKRTNTEGGQTNEGVSQGSQRGNQSAGNDGASGQGNPFYDENSEGNNQSGNGGSQYFGGYGQNSDQANSEGAPKFYTGQGQSRNPAQENQHNTQGQSNRQPRAPSNPSDEQAAGYPQNS

NTDB id 1103 NMB RS07590 WP 002212976.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGA......PYEE.........GYGQSQEAYQRPAQQSRQPASDAPS 145
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGA......PYDE.........GYGQSQEAYQRPAQQSRQPAPDAPS 145
NTDB id 986974 MHB48 RS10860 WP 342601357.1 QTGSYQGQDGKRDHTTDVDVESMQFIEQKNGQVSQNN........................APKGQPQEHQR..RSSEYQ 92
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQR..R.NQGN 149
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGN..A.PAAN 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 986974 MHB48 RS10860 WP 342601357.1 QPQADPFTN......NNCPVSY....... 108
NTDB id 113 BSU 40900 NP 391970.1 SFNDDPFAN......DGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 NTQADPFAN......NGQAIDISDDDLPF 170
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