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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NG..DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SG..EREADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 986895 MHH33 RS18025 WP 016428922.1 ....MINRVVLVGRLTKDPELRYTPSGVAVARFTLAVNRSFSNQ.SG..EKEADFINCTVWRKPAENTANFLKKGSLAGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SG..EIEADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDG......ASQNFNSNQSNGSQQSGFTSPQQTGNAPAAN 147
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQN.DNPFGG.NQNNQRRNQ..GN 149
NTDB id 986895 MHH33 RS18025 WP 016428922.1 EGRIQTGSYEGQDGKRVYTTEVVADSVQFLEPRNSSGGDRP.......QQGQPYGGGSNQNNQYPS.YQQNQSPNQQNYT 145
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD........................................ 113
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNE........NSGGAPYEEGYGQS..QEAYQRPAQQSRQPASD 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNE........NSGGAPYDEGYGQS..QEAYQRPAQQSRQPAPD 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQ........Q.GGMPAQGGMNVPAQQGSWGQPQQ....PAKQ 147
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NTDB id 624 LCA RS00040 WP 011373726.1 NT...QADP.......FANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 SF...NDDP.......FANDGKPIDISDDDLPF 172
NTDB id 986895 MHH33 RS18025 WP 016428922.1 RV...DEDP.......FSSGSGPIEVSDDDLPF 168
NTDB id 112 BSU 36310 NP 391512.2 ................................. 113
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAAPRR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPMQQ...SAPQQYSQPQYNEPPMDFDDDIPF 177
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