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NTDB id 986872 MHH33 RS07560 WP 342543432.1 ...MPNQIDLFQQEAMYITGKPVVTIFHNATNLFSIVKLKINETNSTYEDKEIIVTGYFPPLMNEEAYRFTGQIKQHPKY 77
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQL..KLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKF 78
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 GTQFQVETFSKDVPETEQGIIHYLSSDLFHGIGRKTAETIVKKLGKDAIRIILDDPEALDSVPRLAKEKKETIRMTLEQN 157
NTDB id 355 BSU 27480 NP 390625.1 GLQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRH 158
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 LGLERVMIQLNEWGFGPQLAMRIYQTYREETIDVLMKNPFRLIEDVEGIGFHRADELGSKLGMTGKHPDRIKAAVFHLLN 237
NTDB id 355 BSU 27480 NP 390625.1 QGLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLE 238
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 AASLSEGHVYLHAEHILPSVKQLLESSQFEEVPYDAI..STACMELVEEGKLAGEMSRFYLPSLYFSEVGIASKLETLIQ 315
NTDB id 355 BSU 27480 NP 390625.1 TTCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIAS 318
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 EQQERTGFPTSEIRKALGEAEERLGVSYAETQIAAIELGMNASVMLLTGGPGTGKTTVVRGLVEVYAELHGLTLDPKEYA 395
NTDB id 355 BSU 27480 NP 390625.1 QTEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK 398
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 KKQEPFPIILAAPTGRAAKRLNESTGLPSMTIHRLLGFTGQEKEEET.ERDIKGNLIIIDEMSMVDTWLAHQLLKAIPEG 474
NTDB id 355 BSU 27480 NP 390625.1 .KDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDH 477
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 AQVIFVGDQDQLPPVGPGQVLKDLLASKRIPTVELTDIYRQSAGSSIIELAHQMKKGQLPTNLIDKTSDRSFIKAGPEQI 554
NTDB id 355 BSU 27480 NP 390625.1 IQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQI 557
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 AKVVEQVIKSALAKGHTIKELQVLAPMYKGPAGIDALNKMIQEMVNPNDTKKRKEIVFGETIYRIGDKVLQLVNQPESQV 634
NTDB id 355 BSU 27480 NP 390625.1 KEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNV 636
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 YNGDMGEVISISKASENVEKQDMLIVSFEGIEVTYQRNDLGQLTLAYCCSIHKSQGSEFPIVIMPVVRSYMKMLRRNLLY 714
NTDB id 355 BSU 27480 NP 390625.1 FNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLY 716
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 TGITRAKNFLILCGDAEVFKFGIERNDDLARLTSLKERLSEEAVSVTEPTVENEDNEVTDELIEGNDQEISLTASNHLTI 794
NTDB id 355 BSU 27480 NP 390625.1 TAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE.............LEALQKELPF.....SVH 778
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NTDB id 986872 MHH33 RS07560 WP 342543432.1 HPLVGMNGTTPYDFLEKIAE 814
NTDB id 355 BSU 27480 NP 390625.1 DANIGMEGITPFDFMKEEQQ 798
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