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NTDB id 986871 MHH33 RS07450 WP 342543413.1 MIESKKRWRMERPDDQIVQHLKEALNLPTVSAKLLASRGFSDVNKTKAFLHMDESSMHDPFLLHDMDKAVERIKKAIADE 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !* !! !! * !!! ! *! ! !***** ! !! !!! * !!! * *!!! ** ! ! *!!! !!
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NTDB id 986871 MHH33 RS07450 WP 342543413.1 EMILVYGDYDADGVTSTSVMMTALQQLNANVMFAIPNRFVDGYGPSERLFKEAFEDGVSLIITVDNGISGINEIQLAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !**!!!!!!!!!!!!!!!** !! ! !*! ! !! !! *!!!! ! !* ! ! !!!!!!! !! ***! *!!!!

logo GLMDVI IVTDHHEAPGEPEI LPDPAVDRAI IVHPKRHQPGLCGSTYPFGKELAGVGVAFKLVAHALLGELVPDKELLDELAVAIGTIADLVPSLHDENRLYFI
NTDB id 986871 MHH33 RS07450 WP 342543413.1 GMDVIVTDHHEAGEILPPADAIIHPRHPLGSYPFGELAGVGVAFKVAHALLGEVPKELLELVAIGTIADLVSLHDENRYF 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!!!*!!!!!*!* !!* !!*!!**! **!!! !!!!!!!!!!*!!!!!!!*! !!!*! !!!!!!!!!*!!!!!!
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NTDB id 986871 MHH33 RS07450 WP 342543413.1 VQAGIKQLRMSKRPAIKALCQIAGTEQNQINEETIGFMFGPRINALGRLADAGPGVDMFLTTDSVEAASLAKVLDTHNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !* !! * !***! !* * ! * !!!!*!! *!!*!!*!!* ! !*!** ** !! !! !! *! *!!!
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NTDB id 986871 MHH33 RS07450 WP 342543413.1 RQGIVSQMTEEAIAMVESGDIGKNPLVIVVAKEGWNPGVVGIVASRLVEKYYRPTIVLGLDSEKGIAKGSARSIEGFHLY 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLD..QTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *!! !!*!!! !!! * *** !!!!! !!!!!!!!!!!!*!!***!!! !!!!*! !!!!!!!!!!!! !!*!*
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NTDB id 986871 MHH33 RS07450 WP 342543413.1 NELAKNRDILPHFGGHPMAAGMTLPLEKVTDLRTRLLEQAEQSLTEEDLLPVQQIDISINLEEIDLSTIESLKQLGPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus ! *!!!!!!!!!!!!!!!!!!* ! !*!!!*!! ! !***!!!!! *!!! *!* * *!*! * *! * ! !!!!
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NTDB id 986871 MHH33 RS07450 WP 342543413.1 DFPKPMYCIENVNISSMRKIGANQNHVKMELADGPLTLDAVGFSKGHLADEMTPGVAVSFIGDLQINEWNGRKKPQFMIE 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!* **!! * *!!!!!! !!!! * * !!*!!! !!*! * * !! *! *!** !!!!! !!!!! !!
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NTDB id 986871 MHH33 RS07450 WP 342543413.1 DAKTDEWQLYDIRGIRQVNRWHQMILPDNTLYLAFHQSTVHHFQ.SLLNADIKLI...SKAQSLPDAKPYIVLLDIPEQE 636
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus !! !!!!*!*!! ! * *** * !* * ** !* ! ****!*** ! * *!!!!!!*!*

logo

D
E
M
VLAENRLVLETGHKVAQPEKR IYAFHI FLYANHPEDSHTFYFLESGTFMPASRDHFKWYYAGFLALKRGPASFDLVKQKQHAGKSDELAKHKGWSEVESTI

L
F
NFMTEKVFFDLG

NTDB id 986871 MHH33 RS07450 WP 342543413.1 EVLENVLTHVQPKRIYAHFYAPESTYFEGMPSRDHFKWYYGFLAKRPSFDLQQHAKDLAKHKGWSESTLFFMTEVFFDLG 716
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus **! *! * ! !!! *! ! ** ! !!!!!!!!*!! !!* !!* !* *!!!!!!!! !* !!! !!!!!!
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NTDB id 986871 MHH33 RS07450 WP 342543413.1 FVKINSGRIDLQETVDKRDLAESTIYQMREKKMQLEQKLLYAPYMELRQWFDARLAEQTVPEEEQVWI 784
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!! ! * * !!!! *! !! * ! !*!!! ! * !!* ! * * * !

X non conserved

X similar

X ≥ 50% conserved


